SEQUENCE LISTING 
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40> US 09/695,293 
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<160> 52 



RECEIVED 

flp R 2 2 2002 
TECH CENTER 1600/2900 



<170> Patentln Ver. 2.1 

<210> 1 

<211> 1530 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (1)..(1530) 

<223> any n = a, g, 



c f t, unknown, or other 



<400> 1 

caggccttga 

aacgcgccga 

gccgtcaacc 

caggggacgg 

agctttaaga 

gaattccagc 

atcagcaacg 

atgagcggca 

ggcagtaacc 

aacagtgtcc 

aaaaaaattg 

aattctgtat 

gattctgtgg 

ctggatgtac 

gctccaccag 

gactacttct 

cttagagatg 

accttcctac 

gcctccaccc 

gatgtccagg 

atggtaagca 

ctttggagtc 

ggagcctgag 

ccagccattc 

tcattcattc 

catttatatc 



ggttttggca 
gatgggtgtc 
ctggcgtcgt 
ccgctctgca 
tcaagcatct 
ttcccagttc 
ccaatatcaa 
attttgacct 
ccacgtcagg 
acgtgcacat 
agtctgcgct 
cctccaagct 
ctggaatcaa 
agatgaaggg 
tgatggagtt 
tcaacacagc 
acatgattcc 
ctgaggtggc 
cgccacacct 
cctttgccgt 
gttcctgggt 
aggagaccat 
gcttgagtca 
actagtgcgt 
anttattcat 
tttagtcatt 



gctctggagg 
cctgatggtg 
ggtcaggatc 
gaaggagctg 
tgggaagggg 
ccagataagc 
gatcagcggg 
gagcatagaa 
caagcccacc 
ctcaaagagc 
tcgaaacaag 
gcaaccttat 
ctatggtctg 
ggagttttac 
tcccgctgcc 
cgggcttgta 
aaaggagtcc 
caagaagttt 
gtctgtgcag 
cctccccaac 
tggacagatg 
gtgaatcctg 
ctgtactcaa 
ttgtttactt 
tccatgttgg 
caattatgca 



atgagagaga 
ctcgtcgcca 
tcccagaagg 
aagaggatca 
cattatagct 
atggtgccca 
aaatggaagg 
ggcatgtcca 
atcacctgct 
aaagtcgggt 
atgaacagcc 
ttccagactc 
gtggcacctc 
agtgagaacc 
catgaccgca 
taccaagagg 
aaatttcgac 
cccaacatga 
cccaccggcc 
tcctccctgg 
aggagcccca 
tctggattca 
tggtgccgac 
attcattcaa 
cttgaaatat 



acatggccag 
taggcaccgc 
gcctggacta 
agattcctga 
tctacagcat 
atgtgggcct 
cacaaaagag 
tttcggctga 
ccagctgcag 
ggctgatcca 
aggtctgcga 
tgccagtaat 
cagcaaccac 
accacaatcc 
tggtatacct 
ctggggtctt 
tgacaaccaa 
agatacagat 
ttaccttcta 
cttccctctt 
gacagtccca 
aacctggact 
tcctggaggt 
ttattcattc 
gtgtactgtn 



gggcccttgc 
cgtgacagcg 
cgccagccag 
ctactcagac 
ggacatccgt 
taagttctcc 
attcttaaaa 
tctgaagctg 
cagccacatc 
actcttccac 
gaaagtgacc 
gaccaaaata 
ggctgagacc 
acctcccttt 
gggcctctca 
gaagatgacc 
gttctttgga 
ccatgtctca 
ccctgccgtg 
cctgattggc 
acagcactgt 
gtgtcactcc 
attcattcac 
agtcaatttc 
ccaattnatc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1530 



<210> 2 
<211> 2251 



1 



<212> DNA 

<213> Homo sapiens 



<400> 2 

ttttttcagg 

ggtcccactc 

caggcatctg 

ccgtgggggg 

agtcacccgt 

agtcacccgt 

ccccggagtc 

gggcggtctc 

gcacaggggt 

agcgcaggaa 

tctccaggta 

cgcccatgtt 

agactgtcct 

actgaatgtc 

gatgggaaaa 

gggcaatctc 

tcttattctc 

tggcgcctct 

ccgtgacttt 

cgtccatgtt 

tcgggtcagc 

tggggtactc 

taaccttcag 

ccaccttttt 

cgctctggct 

agacgctggc 

aggccgcgat 

tacctggcag 

aggtgaccac 

tgaggaagtt 

taacgggcag 

ggcagtcttc 

tgaagttctt 

ccttggtggg 

cgagcttctt 

cggcactcgc 

tggtgagcat 

tccatcttga 



ggtatgaggc 
ttgtggcctc 
agcttccttg 
cacagggggg 
agcggggatg 
gggcggcacg 
acccgtgggc 
ggagtcaccc 
ggcctcctgg 
gttggttctc 
gccgctgttt 
ggggtcccct 
gtcttggggc 
atctgcatgg 
caggtaggcg 
ggtgggcacc 
ctgggatggg 
gagccccttg 
cttgttgccc 
gttggtgcct 
ggggatgaag 
caggcctgcc 
acactgggcc 
ggcccagaag 
gatggctcgc 
acctccagca 
attcctcttc 
attggcgtcc 
gatgacgttt 
ggccccatgg 
gtcccgggag 
atccccgtag 
ggccttcagg 
agctgcgaag 
attgacgcct 
cactgcccag 
cagcctctgg 
cacttaactg 



tttattcagg 
ttgataccaa 
gagtcatctg 
gccccggagt 
gggcagcctc 
gggggggccc 
ggcacggggg 
gtggggggca 
tcggtcactg 
aggctccgct 
tccgtagtgt 
gttttggcaa 
cggtagcccg 
tcggccccca 
taggtcttgg 
aggaagagga 
tcctgggccc 
gtgattgtga 
ttgttgatgg 
gctatatagt 
tctccatcaa 
agcggcacct 
atcctggcgg 
agtgggtttt 
cggatgaggc 
gactccccga 
acccaagcaa 
ccagtgctga 
ccgcgtgtgg 
ccggacccca 
acttgcttcc 
gtgctgtcct 
gtcccttgcc 
gggatgccct 
tccacgaacc 
cagcaggtga 
atgaataaac 
atacagaagg 



aagagctcaa 
ggctcatggg 
tggggggcac 
cacccgtggg 
agtgtcaccc 
cggagtcacc 
gggccccgga 
cgggagtggc 
tgggcagcgc 
tcatggagct 
agggttccca 
agttggtcca 
tgggggtggc 
cccatttggg 
cactcttggc 
catcggtctc 
aggactcggt 
actcactgac 
caggcatgtc 
cgatgtcggc 
tgacagggac 
tataggccag 
catcacccac 
tctggatgac 
ccttgttgta 
agagcgtgat 
tggccatgtg 
ggaacccaag 
cgatctcctc 
tgaggaaggc 
tgccctgggg 
gggtgatggt 
agccaggatg 
tgaagatgtc 
caccttctgt 
ggcccaacac 
tctttgcatt 
t 



gatgggaggg 
acgctaaaac 
aggggcagcc 
cggcacgggg 
aaggtgggca 
cgtgggcggc 
gtcacccgtg 
ctcggagtcc 
cagataggtg 
gctgcccatc 
gtgtgtgggc 
gtaggcgatc 
gaagggcttc 
gtagacgggc 
attggctctg 
aaagtccacc 
gtagacatca 
cagcttgtag 
gatgctggcg 
ggcgttggcg 
gaagcccaca 
cgtcagggct 
agggcaaccc 
ccagggactc 
gggggagagg 
gttgttgggg 
ctgatcccga 
ggggccgaca 
gccgtcatac 
gcctccatag 
cacccaaatg 
ggcctgcagg 
tggctgagga 
cacagagtca 
gtacacggcg 
aaccagttgc 
atcttgagac 



gagcccctgg 
ctaatgactg 
tcagagtcac 
gcggtctcgg 
cgggcctcag 
acgggggggg 
ggcggcacgg 
cctgtggggg 
agggtccagt 
ttcttggtga 
acagccgagt 
atggccttag 
ccgaaaacgt 
atccgagagg 
tgctgggcta 
acagtcttct 
aaggtcgtct 
aagtcctcct 
aagatgtggc 
tacaggttga 
tagtgcagca 
cggggatcag 
accttctcag 
agggccacgc 
gtctgcagag 
tcccccccga 
agaccatagt 
cggtagttga 
aggtagttgt 
atccagatca 
ttgaggtaca 
catctcttct 
ttttccaggg 
cccaggaggc 
cccagcttcg 
aggcgcccca 
tgctgttcct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2251 



<210> 3 

<211> 2078 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctgctgctcc tggggttcct gctggtgagc ttggagtcaa cactttcgat tccaccttgg 60 

gaagccccca aggagcataa gtacaaagct gaagagcaca cagtcgttct cactgtcacc 120 

ggggagccct gccacttccc cttccagtac caccggcagc tgtaccacaa atgtacccac 180 

aagggccggc caggccctca gccctggtgt gctaccaccc ccaactttga tcaggaccag 240 

cgatggggat actgtttgga gcccaagaaa gtgaaagacc actgcagcaa acacagcccc 300 

tgccagaaag gagggacctg tgtgaacatg ccaagcggcc cccactgtct ctgtccacaa 360 

cacctcactg gaaaccactg ccagaaagag aagtgctttg agcctcagct tctccggttt 420 

ttccacaaga atgagatatg gtatagaact gagcaagcag ctgtggccag atgccagtgc 4 80 

aagggtcctg atgcccactg ccagcggctg gccagccagg cctgccgcac caacccgtgc 540 

ctccatgggg gtcgctgcct agaggtggag ggccaccgcc tgtgccactg cccggtgggc 600 



2 



tacaccggac 
agctaccgcg 
gaggccacct 
gccttctgcc 
cggctgagct 
ccgaccccgg 
aagcctcagc 
aagcgggagc 
cgcaagagtc 
cacccctaca 
ccctgctggg 
acggtggtgc 
gtgcgctcct 
ctgttgcgcc 
ccggtgtgcc 
ggctggggcc 
gtaccgttcc 
cccggcatgc 
agccggttgg 
cgtgtttccg 
gcgccggctc 
gccaggcgtc 
ctgattgctc 
ggcatggaag 
cgcaggaact 



ccttctgcga 
gcctggccag 
accggaacgt 
ggaacccgga 
gggagtactg 
tgtcccctag 
ccacgacccg 
agccgccttc 
tgtcttcgat 
tcgccgcgct 
tgctgacggc 
tcggccagga 
accgcttgca 
ttcaggagga 
tgccaagcgg 
accagttcga 
tctccctgga 
tctgcgcagg 
cgcccttccc 
acccagggtg 
accctgcaag 
tacaccgatg 
agggactcat 
gcaagattgt 
caataaagtg 



cgtggacacc 
gaccacgctc 
gactgccgag 
caacgacatc 
cgacctggca 
gcttcatgtc 
gaccccgcct 
cctgaccagg 
gacccgcgtc 
gtactggggc 
cgctcactgc 
acgccgtaac 
cgaggccttc 
tgcggacggc 
cgccgcgcga 
gggggcggag 
gcgctgctca 
gttcctcgag 
cgaggccgtc 
attccggagg 
gcatcatcag 
tggcctacta 
ctttccctcc 
gtcccattcc 
ctttgaaaat 



aaggcaagct 
tcgggtgcgc 
caagcgcgga 
cgcccgtggt 
cagtgccaga 
ccactcatgc 
cagtcccaga 
aacggcccac 
gttggcgggc 
cacagtttct 
ctgcaggacc 
cacagctgtg 
tcgcccgtca 
agctgcgcgc 
ccctccgaga 
gaatatgcca 
gccccggacg 
ggcggcaccg 
agcawaatct 
cccgctggtg 
ctggggatcg 
cctggcctgg 
ttggtgattc 
cccagtgcgg 
gctgagaa 



gctatgatgg 
cctgtcagcc 
actggggact 
gcttcgtgct 
ccccaaccca 
ccgcgcagcc 
ccccgggagc 
tgagctgcgg 
tggtggcgct 
gcgccggcag 
ggcccgcacc 
agccgtgcca 
gctaccagca 
tcctgtcgcc 
ccacgctctg 
gcttcctgca 
tgcacggatc 
atgcgtgcag 
caggtccaca 
tgtgaggacc 
ggctgtggtg 
atccgggagc 
cgcagtgaga 
ccagctccgc 



ccgcgggctc 
gtgggcctcg 
gggcggccac 
gaaccgcgac 
ggcggcgcct 
ggcaccgccg 
cttgccggcg 
gcagcggctc 
acgcggggcg 
cctcatcgcc 
cgaggatctg 
gacgttggcc 
cgacctggct 
ttacgttcag 
ccaggtggcc 
ggaggcgcag 
ctccatcctc 
gtgagctctt 
gcgctgactg 
aagctgcaga 
accgcaacaa 
acaccgtttc 
gagtggctgg 
gccaggatgg 



660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2078 



<210> 4 

<211> 720 

<212> DNA 

<213> Homo sapiens 



<400> 4 

tcgaccgccc 

tggaggcctg 

ctagcgctca 

cccaccatgg 

gcccccagca 

gacctcgtca 

cagcgttatg 

gctgacatcc 

tcccacaacc 

atcactacct 

ttcaccaaga 

catctttctt 



cttggcttct 
tggtttccgc 
ggccctgcgc 
ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 
ggttcgtcta 
gcagcgagga 
gcagttttgt 
cctacactgt 
ccggacaatg 



gcactgatgg 
acccgctgcc 
gcatcgccgc 
gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 
cacccccgcc 
gtttctcatt 
ggctccctgg 
tggctgtgag 
aaataaagag 



tgggtggatg 
acccccgccc 
agatccagcg 
tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 
atggagagtg 
gctggaaaac 
aacagcctga 
gaatgcacag 
ttaccaccca 



agtaatgcat 
ctagcgtgga 
cccagagaga 
tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 
tctgcggata 
tgcaggatgg 
gcttagctca 
tgtttccctg 
gcagaaaaaa 



ccaggaagcc 
catttatcct 
caccagagaa 
gtggctgata 
ctgcaattcc 
caccttatac 
aggggatgcc 
cttccacagg 
actcttgcac 
gcgccggggc 
ttcccactcc 
caaacaagtc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 



<210> 5 

<211> 556 

<212> DNA 

<213> Homo sapiens 



<400> 5 

tcgaccgccc 

tggaggcctg 

ctagcgctca 

cccaccatgg 

gcccccagca 

gacctcgtca 

cagcgttatg 



cttggcttct 
tggtttccgc 
ggccctgcgc 
ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 



gcactgatgg 
acccgctgcc 
gcatcgccgc 
gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 



tgggtggatg 
acccccgccc 
agatccagcg 
tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 



agtaatgcat 
ctagcgtgga 
cccagagaga 
tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 



ccaggaagcc 60 
catttatcct 120 
caccagagaa 180 
gtggctgata 240 
ctgcaattcc 300 
caccttatac 360 
aggggatgcc 420 



3 



gctgacatcc ggttcgtcta cacccccgcc atggagagtg tctgcggata cttccacagg 480 
tcccacaacc gcagcgagga gtttctcatt gctggaaaac tgcaggtagt gatgtgcaag 540 
agtccatccg tcgtac 556 



<210> 6 
<211> 934 
<212> DNA 

<213> Homo sapiens 



<400> 6 

tcgaccgccc 

tggaggcctg 

ctagcgctca 

cccaccatgg 

gcccccagca 

gacctcgtca 

cagcgttatg 

gctgacatcc 

tcccacaacc 

cacattcact 

cgccggggct 

ttatccatcc 

caaggctctg 

ctgtgcacct 

gaagcctgca 

agagttacca 



cttggcttct 
tggtttccgc 
ggccctgcgc 
ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 
ggttcgtcta 
gcagcgagga 
aacctgcagt 
tcaccaagac 
cctgcaaact 
aaaagggctt 
ggcagtccct 
cagtgtccac 
cccagcagaa 



gcactgatgg 
acccgctgcc 
gcatcgccgc 
gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 
cacccccgcc 
gtttctcatt 
ttttgttggg 
ctacactgtt 
gcagagtggc 
ccagtcccgt 
gcggtcccag 
cctgttccca 
aaaacaaaca 



tgggtggatg 
acccccgccc 
agatccagcg 
tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 
atggagagtg 
tgctgggaaa 
ttccttggga 
ggctgtgagg 
actcattgct 
caccttgcct 
atagcctgaa 
ctcccatctt 
agtc 



agtaatgcat 
ctagcgtgga 
cccagagaga 
tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 
tctgcggata 
attgcaggat 
acagcctgag 
aatgcacagt 
tgtggacgga 
gcctgcctcg 
tcctgcccgg 
tcttccggac 



ccaggaagcc 
catttatcct 
caccagagaa 
gtggctgata 
ctgcaattcc 
caccttatac 
aggggatgcc 
cttccacagg 
gggatttttg 
cttagctcag 
gtttccctgt 
ccagctcctc 
ggagccaggg 
agtggaagct 
aatgaaataa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

934 



<210> 7 

<211> 783 

<212> DNA 

<213> Homo sapiens 



<400> 7 

tcgaccgccc 

tggaggcctg 

ctagcgctca 

cccaccatgg 

gcccccagca 

gacctcgtca 

cagcgttatg 

gctgacatcc 

tcccacaacc 

ctcattgctt 

accttgcctg 

tagcctgaat 

tcccatcttt 

gtc 



cttggcttct 
tggtttccgc 
ggccctgcgc 
ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 
ggttcgtcta 
gcagcgagga 
gtggacggac 
cctgcctcgg 
cctgcccgga 
cttccggaca 



gcactgatgg 
acccgctgcc 
gcatcgccgc 
gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 
cacccccgcc 
gtttctcatt 
cagctcctcc 
gagccagggc 
gtggaagctg 
atgaaataaa 



tgggtggatg 
acccccgccc 
agatccagcg 
tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 
atggagagtg 
tatccatccc 
aaggctctga 
tgtgcacctg 
aagcctgcac 
gagttaccac 



agtaatgcat 
ctagcgtgga 
cccagagaga 
tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 
tctgcggata 
ctgcaaactg 
aaagggcttc 
gcagtccctg 
agtgtccacc 
ccagcagaaa 



ccaggaagcc 
catttatcct 
caccagagaa 
gtggctgata 
ctgcaattcc 
caccttatac 
aggggatgcc 
cttccacagg 
cagagtggca 
cagtcccgtc 
cggtcccaga 
ctgttcccac 
aaacaaacaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

783 



<210> 8 

<211> 895 

<212> DNA 

<213> Homo sapiens 



<400> 8 

tcgaccgccc cttggcttct gcactgatgg tgggtggatg agtaatgcat ccaggaagcc 60 

tggaggcctg tggtttccgc acccgctgcc acccccgccc ctagcgtgga catttatcct 120 

ctagcgctca ggccctgcgc gcatcgccgc agatccagcg cccagagaga caccagagaa 180 



4 



cccaccatgg 
gcccccagca 
gacctcgtca 
cagcgttatg 
gctgacatcc 
gctggaaaac 
aacagcctga 
gaatgcacag 
ttgtggacgg 
tgcctgcctc 
atcctgcccg 
ttcttccgga 



ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 
ggttcgtcta 
tgcaggatgg 
gcttagctca 
tgtttccctg 
accagctcct 
gggagccagg 
gagtggaagc 
caatgaaata 



gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 
cacccccgcc 
actcttgcac 
gcgccggggc 
tttatccatc 
ccaaggctct 
gctgtgcacc 
tgaagcctgc 
aagagttacc 



tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 
atggagagtg 
atcactacct 
ttcaccaaga 
ccctgcaaac 
gaaaagggct 
tggcagtccc 
acagtgtcca 
acccagcaga 



tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 
tctgcggata 
gcagttttgt 
cctacactgt 
tgcagagtgg 
tccagtcccg 
tgcggtccca 
ccctgttccc 
aaaaacaaac 



gtggctgata 
ctgcaattcc 
caccttatac 
aggggatgcc 
cttccacagg 
ggctccctgg 
tggctgtgag 
cactcattgc 
tcaccttgcc 
gatagcctga 
actcccatct 
aagtc 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
895 



<210> 9 
<211> 2565 
<212> DNA 

<213> Homo sapiens 



<400> 9 

ggcacgagca 

ccctcctgcc 

ctgctggcgc 

cttcatcaag 

tacttctcca 

atagataagt 

actgacacca 

taccatgccc 

gaggtggggg 

cccttctccc 

ctgaggggag 

ttgccaggaa 

cgcttgtcca 

cagaagaatt 

ggggagaatt 

gggggggctc 

gcgccacaca 

gctcaaggct 

tacacaagga 

tccgttccaa 

cctcgatgta 

agaattctac 

cccaccggga 

gtgctgctga 

tctgttccct 

ccctgaagga 

gtcacaccaa 

cacccgcttt 

gagactggga 

acaatagctt 

gatggagggg 

gaagcctgca 

gctcccccga 

aggaagtgta 

gggagcagag 

aatatatatg 

aagagctggt 

cacacagagt 

acgtgacagt 

gtttcacttt 



gccccggagc 
gcagccaccg 
gcctgcttct 
ttccatcgaa 
acattcactg 
caaaaacctg 
tgggccggcc 
acagatctga 
cacaaggacc 
agagggctgg 
gaggcaggga 
cccagacaac 
agagtgcatg 
aaaatttcag 
caccaccatc 
tgtcacctac 
ctgcttcatt 
taactccaac 
ctacagcgct 
ggagggcagg 
taacgatccc 
cgactatctc 
gtgtcagcag 
cccacagtgg 
ccaaggccgc 
caagccaggc 
ggaagagaat 
cttgctggtt 
agataggctc 
taccctcagg 
tggtcctgac 
ggagttaaaa 
cggtgggcat 
acagctgagg 
acactaacga 
tgtgtgtatg 
gtctgattgt 
ggtctttctg 
gcctgggaat 
cacatagatg 



ccgggccagg 
agccgccgtc 
ctgcgtcctg 
ctgtgactgt 
gtgcaactgc 
ctatgagggg 
ctgcctgccc 
tgctcttcag 
aaaagccctc 
ccatagcaca 
aggccctctg 
cggaggcgac 
gtgcatgact 
tgtggccaaa 
gagaaccagc 
gtgtgtggag 
gattacccaa 
acgcaagggg 
gacacgcttg 
tgtgcgcagc 
cagtttggca 
tatccggagc 
ccccactact 
aaaacagatt 
atgactttga 
gtctacacga 
ggcctggccc 
gtcatttttg 
tgcacagatg 
cataggcctg 
tcaacatgtt 
agggcagggc 
ttgtgaggcc 
tctcttgagg 
cttcagggca 
tttgcacact 
taagtctaaa 
gagaggttat 
gtattattct 
tccctttctt 



gtccacctgt 
tagcgccccg 
gtcgtgagcg 
ctaaatggag 
ccaaagaaat 
aatggtcact 
tggaactctg 
ctgggcctgg 
cctacagttc 
agagaagtgc 
ggttggaatg 
cctggtgcta 
gcgcagatgg 
agactctgag 
cctggtttgc 
gcagcctcat 
agaaggagga 
agatgaagtt 
ctcaccacaa 
catcccggac 
caagctgtga 
agctgaaaat 
acggctctga 
cctgccaggg 
ctggaattgt 
gagtctcaca 
tctgagggtc 
cagtagagtc 
gatttgcctg 
ggtgctggct 
actgaccagc 
atctcctgtg 
catggttgag 
gagcttagcc 
gggctctgat 
tgtgtgtggg 
tatttcctta 
aggtcactcc 
gcagcatgac 
ggccagttat 



ccccgcagcg 
acctcgccac 
actccaaagg 
gaacatgtgt 
tcggagggca 
tttaccgagg 
ccactgtcct 
ggaaacataa 
ccagaaacct 
agcctctggt 
acatccccta 
tgtgcaggtg 
aaaaaagccc 
gccccgcttt 
ggccatctac 
cagcccttgc 
ctacatcgtc 
tgaggtggaa 
cgacattgcc 
tatacagacc 
gatcactggc 
gactgttgtg 
agtcaccacc 
agactcaggg 
gagctggggc 
cttcttaccc 
cccagggagg 
atctccatca 
tgccaccacc 
gcccagaccc 
aacttgtctt 
catgggtgaa 
aaatgaataa 
aatgtgggag 
attccatgaa 
ctgtgagtgt 
aactgtgtgg 
tggggcctct 
ctgtgaccag 
cccttccttt 



ccggctcgcg 
catgagagcc 
cagcaatgaa 
gtccaacaag 
gcactgtgaa 
aaaggccagc 
tcagcaaacg 
ttactgcagg 
tgttaccatc 
tgagtcttcc 
tctttctgtg 
ggcctaaagc 
tcctctcctc 
aagattattg 
aggaggcacc 
tgggtgatca 
tacctgggtc 
aacctcatcc 
ttgctgaaga 
atctgcctgc 
tttggaaaag 
aagctgattt 
aaaatgctgt 
ggacccctcg 
cgtggatgtg 
tggatccgca 
aaacgggcac 
gctgtaagaa 
agggygaacg 
ctctggccag 
tttctggact 
gggagagcca 
tttcccaatt 
cagcggtttg 
tgtatcagga 
aagtgtgagt 
actgtgatgc 
tgggtccccc 
cactgtctca 
tagcctagtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 
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catccaatcc tcactgggtg gggtgaggac cactccttac actgaatatt tatatttcac 2460 
tatttttatt tatatttttg taattttaaa taaaagtgat caataaaatg tgatttttct 2520 
gatgamaaaa aaaaaagggc ggccgctcta gagtatccct cgagg 2565 



<210> 10 

<211> 2438 

<212> DNA 

<213> Homo sapiens 



<400> 10 

ggggcacagc 

cctccagcag 

tcgcaaggca 

ctgggcctgg 

gcccacctgg 

gaccgcaacg 

acaacaggag 

aagggcatgg 

gatgagatca 

ttcatgcccc 

gtggagagag 

agcaacttgc 

ctctacttca 

ttccacaaat 

aactatactg 

cacggggaca 

aggatggaac 

cagtcacatt 

aaaggccagt 

ccccagtaca 

tcctggcctg 

tgacttgttt 

agaaaggtca 

cctaaatatt 

ggaaaataat 

tcaggaagtc 

cacactgcca 

tttttcccct 

cggagtgggg 

ttaggagcag 

gggtgactca 

gagcagtgga 

cttagataat 

gcactttggg 

gcaacatacc 

atatttctaa 

cacacagatg 

ctgaaaaatc 

gtgacgtcag 

gaattgtatg 

aaaataaata 



tgtgtttggc 
ctgaattcct 
cctctgagaa 
cccttgtctt 
cctcagactt 
tggttttctc 
gagaaaccca 
cccccgccct 
gcaccacaga 
acttcttcag 
ccagattcat 
ttgggaaagg 
acggccagtg 
cagacggcag 
agttcaccac 
ccctcagcat 
tacggggctt 
gccatcactc 
ggaagaaaca 
ggggtgctgc 
gccatctccc 
actcattgaa 
gatgcgtgcc 
tatcatatcc 
attatttaaa 
cagccacttg 
ccttgtggcc 
tgatggaaat 
ggacagagac 
aaatgcaagg 
cagccgcatt 
cacgtgaggg 
atttctgaaa 
aggccaaggc 
aagacccccg 
tatctttaaa 
tgaaatgaat 
ctctttcttt 
ccatgtacag 
ctttttcact 
aatacgaaga 



tgcagggcca 
gcagctcagc 
cttcaggatg 
tggtgaaggg 
cggggtgagg 
accctatggg 
gcagcagatt 
ccggcatctg 
cgcgatcttc 
gctgttccgg 
catcaatgac 
agccgtggac 
gaagactccc 
cactgtctct 
gcccgatggc 
gttcattgct 
acaggagctt 
ttgtactgcc 
ccctttcatc 
aggtggcaga 
tccccagaaa 
gcagatttct 
cagctcttca 
ttgcccttga 
ctcgctccta 
actggcacac 
gcctgagacc 
tgaccataca 
tcagatgagg 
ggctgcatga 
ggtgactcac 
gggggtgggt 
acctaccagc 
gggaggattg 
tctctttaaa 
tatatatata 
gtaatctaat 
ggggtttttc 
gatccacagg 
tttgataaat 
atatgtcagg 



agagcgctgt 
agccgccgcc 
cagatgtctc 
tctgctgtgc 
gtgtttcagc 
gtggcctcgg 
caagcagcta 
tacaaggagc 
gtccagcggg 
agcacggtca 
tgggtgaaga 
cagctgacac 
ttccccgact 
gtgcccatga 
cattactacg 
gcagacctgg 
ttgtgtgcct 
tgccaccgcg 
tcagagtcca 
gtgaatgtcc 
cagtgtgcat 
gcttcctttt 
ccccccaatc 
gtgcttgtta 
gtgtttcttt 
acccctccgg 
ctcgcgcccc 
atttcatcct 
acagagtggt 
cctaccagga 
ttcaatgtgt 
gagagagaca 
cagagggtag 
cttgagccca 
aatatatata 
tattttaaag 
agaagcctaa 
tttctttctt 
ggtggtgtca 
aaacatgtaa 
acaaaaaa 



caagaagacc 
agagcaggac 
cagccctcac 
accatccccc 
aggtggcgca 
tgttggccat 
tgggattcaa 
tcatggggcc 
atctgaagct 
agcaagtgga 
cacacacaaa 
ggctggtgct 
ccagcaccca 
tggctcagac 
acatcctgga 
ttcccactga 
ggtagaaact 
gaggaggctg 
ctgtggcact 
cccatcatgt 
gggttatttt 
atttttatag 
tcttggtggg 
gagagaaaga 
gtggtctgtg 
acatccagcg 
ccgcgccccc 
ccttcagggg 
ttccaatgtg 
cagaactttc 
catttccggc 
ggcagctcgg 
ggcacaaaga 
ggagttcaag 
ttttaaatat 
accaatttat 
tcagcccacc 
ttttgatttt 
aatgctattg 
aaatgtttca 



cacacgcccc 
gaaccgccaa 
ctgcctagtc 
atcctacgtg 
ggcctccaag 
gctccagctg 
gattgatgac 
atggaacaag 
ggtccagggc 
cttttcagag 
aggtatgatc 
ggtgaatgcc 
ccgccgcctc 
caacaagttc 
actgccctac 
ggccctttgc 
atttctgttc 
gtgacaggcc 
ggccacccct 
ggcccaactc 
ggagtgtagg 
gaatagagga 
gaggggtgta 
gaactactaa 
tcaccgtatc 
tgacggagcc 
cgcgcccctc 
atcaaaagga 
ttcaatagat 
cccaattaca 
tgctgtgtgt 
attcaactac 
tggatgtaat 
accagcctgg 
acttaaatat 
gggagaattg 
atgttctcca 
gcactggacg 
aaattgtgtt 
aaaaaataat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2438 



<210> 11 
<211> 2522 
<212> DNA 

<213> Homo sapiens 
<400> 11 
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ggggcacagc 
cctccagcag 
tcgcaaggca 
ctgggcctgg 
gcccacctgg 
gaccgcaacg 
acaacaggag 
aagggcatgg 
gatgagatca 
ttcatgcccc 
gtggagagag 
agcaacttgc 
ctctacttca 
ttccacaaat 
aactatactg 
cacggggaca 
gccctcacca 
ctgccccgcc 
cccctagaga 
ctttcagacc 
aacgagagtg 
cccgaggaga 
gcatgggtta 
ttttattttt 
aatctcttgg 
gttagagaga 
ctttgtggtc 
ccggacatcc 
ccccccgcgc 
tcctccttca 
tggtttccaa 
aggacagaac 
gtgtcatttc 
gacaggcagc 
gtagggcaca 
cccaggagtt 
tatattttaa 
aaagaccaat 
ctaatcagcc 
tcttttttga 
gtcaaatgct 
gtaaaaatgt 
aa 



tgtgtttggc 
ctgaattcct 
cctctgagaa 
cccttgtctt 
cctcagactt 
tggttttctc 
gagaaaccca 
cccccgccct 
gcaccacaga 
acttcttcag 
ccagattcat 
ttgggaaagg 
acggccagtg 
cagacggcag 
agttcaccac 
ccctcagcat 
acattctgag 
tcctggttct 
acctgggaat 
aagagcctct 
gcacggtggc 
tcatcatgga 
ttttggagtg 
ataggaatag 
tggggagggg 
aagagaacta 
tgtgtcaccg 
agcgtgacgg 
cccccgcgcc 
ggggatcaaa 
tgtgttcaat 
tttccccaat 
cggctgctgt 
tcggattcaa 
aagatggatg 
caagaccagc 
atatacttaa 
ttatgggaga 
caccatgttc 
ttttgcactg 
attgaaattg 
ttcaaaaaaa 



tgcagggcca 
gcagctcagc 
cttcaggatg 
tggtgaaggg 
cggggtgagg 
accctatggg 
gcagcagatt 
ccggcatctg 
cgcgatcttc 
gctgttccgg 
catcaatgac 
agccgtggac 
gaagactccc 
cactgtctct 
gcccgatggc 
gttcattgct 
tgcccagctc 
gcccaagttc 
gaccgacatg 
ccacgtcgcg 
ctcctcatcc 
cagacccttc 
taggtgactt 
aggaagaaag 
tgtacctaaa 
ctaaggaaaa 
tatctcagga 
agcccacact 
cctctttttc 
aggacggagt 
agatttagga 
tacagggtga 
gtgtgagcag 
ctaccttaga 
taatgcactt 
ctgggcaaca 
atatatattt 
attgcacaca 
tccactgaaa 
gacggtgacg 
tgttgaattg 
taataaaata 



agagcgctgt 
agccgccgcc 
cagatgtctc 
tctgctgtgc 
gtgtttcagc 
gtggcctcgg 
caagcagcta 
tacaaggagc 
gtccagcggg 
agcacggtca 
tgggtgaaga 
cagctgacac 
ttccccgact 
gtgcccatga 
cattactacg 
gccccttatg 
atcagccact 
tccctggaga 
ttcagacagt 
caggcgctgc 
acagctgtca 
ctctttgtgg 
gtttactcat 
gtcagatgcg 
tatttatcat 
taatattatt 
agtccagcca 
gccaccttgt 
cccttgatgg 
ggggggacag 
gcagaaatgc 
ctcacagccg 
tggacacgtg 
taatatttct 
tgggaggcca 
taccaagacc 
ctaatatctt 
gatgtgaaat 
aatcctcttt 
tcagccatgt 
tatgcttttt 
aataaatacg 



caagaagacc 
agagcaggac 
cagccctcac 
accatccccc 
aggtggcgca 
tgttggccat 
tgggattcaa 
tcatggggcc 
atctgaagct 
agcaagtgga 
cacacacaaa 
ggctggtgct 
ccagcaccca 
tggctcagac 
acatcctgga 
aaaaagaggt 
ggaaaggcaa 
ctgaagtcga 
ttcaggctga 
agaaagtgaa 
tagtctcagc 
tccctcccca 
tgaagcagat 
tgcccagctc 
atccttgccc 
taaactcgct 
cttgactggc 
ggccgcctga 
aaattgacca 
agactcagat 
aaggggctgc 
cattggtgac 
aggggggggt 
gaaaacctac 
aggcgggagg 
cccgtctctt 
taaatatata 
gaatgtaatc 
ctttggggtt 
acaggatcca 
cacttttgat 
aagaatatgt 



cacacgcccc 
gaaccgccaa 
ctgcctagtc 
atcctacgtg 
ggcctccaag 
gctccagctg 
gattgatgac 
atggaacaag 
ggtccagggc 
cttttcagag 
aggtatgatc 
ggtgaatgcc 
ccgccgcctc 
caacaagttc 
actgccctac 
gcctctctct 
catgaccagg 
cctcaggaag 
cttcacgagt 
gatcgaggtg 
ccgcatggcc 
gaaacagtgt 
ttctgcttcc 
ttcacccccc 
ttgagtgctt 
cctagtgttt 
acacacccct 
gaccctcgcg 
tacaatttca 
gaggacagag 
atgacctacc 
tcacttcaat 
gggtgagaga 
cagccagagg 
attgcttgag 
taaaaatata 
tatatatttt 
taatagaagc 
tttctttctt 
caggggtggt 
aaataaacat 
caggacaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2522 



<210> 12 

<211> 2272 

<212> DNA 

<213> Homo sapiens 



<400> 12 

ctcttccccg 

ccggccgaca 

cagcgctcca 

tgccaaccat 

ccctctgcag 

agccggcgcc 

gcgtctgcgc 

agggcctctt 

aagatggtgc 



ctgagaggsa 
gccccgagac 
ggccccgcgc 
gaccgccgcc 
ccggccggcc 
gcgctgcccg 
caagcagctg 
ctgtgacttc 
tccctgcatc 



cagccastgc 
gacagcccgg 
tccccgctcg 
agtatgggcc 
gtcggccaga 
gcgggcgtga 
ggcgagctgt 
ggctccccgg 
ttcggtggta 



gwctccwccc 
cgcgtcccgg 
ccgccaccgc 
ccgtccgcgt 
actgcagcgg 
gcctcgtgct 
gcaccgagcg 
ccaaccgcaa 
cggtgtaccg 



tccagctcga 
tccccacctc 
gccctccgct 
cgccttcgtg 
gccgtgccgg 
ggacggctgc 
cgacccctgc 
gatcggcgtg 
cagcggagag 



cggcagccgc 60 
cgaccaccgc 120 
ccgcccgcag 180 
gtcctcctcg 240 
tgcccggacg 300 
ggctgctgcc 360 
gacccgcaca 420 
tgcaccgcca 480 
tccttccaga 540 
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gcagctgcaa 
gcatggacgt 
ccagacccaa 
tccaagacct 
ctagagaagc 
ttaagaaggg 
tttctggctg 
gccgatgctg 
gcgaggtcat 
ccggagacaa 
gaagccagag 
atttttccgt 
ggaaaagatt 
ccagacactg 
cagaatgtat 
tatcatcaga 
gaaaatttta 
ctccagccat 
tgacattctg 
gcttgtggca 
attgtgtgtg 
aagttgtttg 
atttctgaac 
tacttatatg 
aggggaggca 
ttttaatgaa 
ttcacctgga 
gagagtgtga 
tttctataaa 



gtaccagtgc 
tcgtctgccc 
ctatgattag 
gtgggatggg 
agagccgcct 
caaaaagtgc 
caccagcatg 
caccccccac 
gaagaagaac 
tgacatcttt 
agtgagagac 
aaaaatgatt 
cccacccaat 
gtttgaagaa 
attaaggtgt 
tagcatctta 
gcgtgctcac 
caagagactg 
attcgaatga 
agtgaatttg 
tgtgtgtgtg 
tgccttttta 
accataggta 
gaaattctgc 
tcagtgtcct 
caaatggcct 
agcatttgtt 
ccaaaagtta 
aaatgtcgac 



acgtgcctgg 
agccctgact 
agccaactgc 
catctccacc 
gtgcatggtc 
atccgtactc 
aagacatacc 
agaaccacca 
atgatgttca 
gaatcgctgt 
attaactcat 
tcagtagcac 
tcaaaacatt 
tgttaagact 
ggctttagga 
tacgagtaat 
tgacctgcct 
agtcaagttg 
cactgttcag 
cctgtaacaa 
tgtatatata 
tttttgtttt 
gaatgtaaag 
tcagatagaa 
tggcaggctg 
ttattaaaaa 
tctactttga 
catgtttgca 
cggccgctaa 



acggggcggt 
gccccttacc 
ctggtccaga 
cgggttacca 
aggccttgcg 
ccaaaatctc 
gagctaaatt 
ccctgccggt 
tcaagacctg 
actacaggaa 
tagactggaa 
aagttattta 
gtgccatgtc 
tgacagtgga 
gcagtgggag 
atgcctgcta 
gtagccccag 
ttccttaagt 
gaatcggaat 
gccagatttt 
tatatatgta 
taatgctttg 
cttgtctgat 
tgacagtccg 
atttctaggt 
ctgagtgact 
tatgactgtt 
cctttctagt 
tttagtagta 



gggctgcatg 
gactggaaga 
ccacagagtg 
atgacaacgc 
aagtgacctg 
caagcctatc 
ctgtggagta 
ggagttcaag 
tgcctgccat 
gatgtacgga 
cttgaactga 
aatctgtttt 
aaacaaatag 
actacattag 
ggtaccagca 
tttgaagtgt 
tgacagctag 
cagaacagca 
cctgtcgatt 
ttaaaattta 
cagttatcta 
atatttcaat 
cgttcaaagc 
tcaaaacaga 
aggaaatgtg 
ctatatagct 
tttcggacag 
tgaaaataaa 
gtaggcggca 



cccctgtgca 
cacgtttggc 
gagcgcctgt 
ctcctgcagg 
gaagagaaca 
aagtttgagc 
tgtaccgacg 
tgccctgacg 
tacaactgtc 
gacatggcat 
ttcacatctc 
tctaactggg 
tctatcaacc 
tacacagcac 
gaaaggttag 
aattgagaag 
gatgtgcatt 
gactcagctc 
agactggaca 
tattgtaaat 
agttaattta 
gttagcctca 
atgaaatgga 
ttgtttgcaa 
gtagcctcac 
gatcagtttt 
tttatttgtt 
gtgtatattt 
gc 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2272 



<210> 13 

<211> 1153 

<212> DNA 

<213> Homo sapiens 



<400> 13 

tgaaatatgg 

ggagcttcct 

gcactgcgct 

ctcgactgct 

ttcatctggc 

tacaaaacat 

catctttagg 

cactgaggtt 

tcaagtgtga 

acctgactcc 

tcagccgact 

gctcaagaac 

agctgtattt 

tggaatgttg 

tcatccaact 

atgtgacaga 

ttagtgcctc 

tttgggtata 

tcagtgggct 

acttttwwtt 



agaatagtct 
tgctcagcgc 
tcctctcaga 
ccgcggagtc 
cttgggaatg 
acttcattcc 
agattctggc 
cctttcacag 
agtcattggg 
aatcccaggt 
ccaaccgggg 
aggaaatgaa 
tctgcaaaga 
tgtttctggc 
caggtctaaa 
tgatgacagt 
tgcagagctc 
aggattgcac 
tcgtataatt 
aaa 



tagatgtgtt 
gcatcttcaa 
accttctgat 
cgaccgagga 
gatgaaagga 
agacaccaca 
tcaattatta 
acagaatctg 
gagcccatgc 
gactcccgag 
gacattggaa 
gcagaagtca 
ccatccaatg 
tatcctccac 
aagtattctt 
ggaatgtata 
acagtcttgg 
taggttctgg 
acaattcgta 



tgggtaccca 
gtaaccggtt 
gccgtcacaa 
gttccagtga 
agcagcaact 
agccagatga 
gtcggacagc 
tcacagcctt 
caacaatcca 
tggtggtctt 
tttaccgatg 
gaattttatc 
tagtagccat 
caagttttac 
tattgggtgg 
cctgtgttgt 
taatcatcga 
gaagactaca 
aaatcagttg 



agctggcttt 
ttcaaattaa 
tgcggggagg 
tcaagtggaa 
ttcaaatggg 
gggactttac 
aaaagttgca 
catgggagac 
ctggcagaag 
gccctctgga 
ctcagctcga 
agatccagga 
tgaaggaaaa 
ctggttacga 
aagcaacttg 
cacatataaa 
taaagtattg 
gaaacatctg 
gccwaatact 



tgtactcttc 
agctttcaca 
aaatgtcctc 
gaaagatgca 
tctctgctga 
caatgtgagg 
gtagcaggac 
acagtgctac 
aaccaacaag 
gcattgcaga 
aatccagcca 
ctgcatagac 
gatgctgtcc 
ggcgaggaag 
cttatctcca 
aatgagaata 
gtggacacct 
aaacctggct 
gtctgaataa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 . 

1020 

1080 

1140 

1153 



<210> 14 



8 



<211> 4459 
<212> DNA 

<213> Homo sapiens 



<400> 14 

tgaaatatgg 

ggagcttcct 

gcactgcgct 

ctcgactgct 

ttcatctggc 

tacaaaacat 

catctttagg 

cactgaggtt 

tcaagtgtga 

acctgactcc 

tcagccgact 

gctcaagaac 

agctgtattt 

tggaatgttg 

tcatccaact 

atgtgacaga 

ttagtgcctc 

acctgtatgc 

tgcccactgt 

tagtgggagg 

aatgtgtggc 

agcctgcaat 

tggtttccag 

ttcaaacttt 

caacacagcc 

cctttcgagt 

tggccacaca 

cctcacctac 

aaggttacag 

atggactatc 

tagcttataa 

ctgacgtgcc 

tcaaagttag 

aaattcgaca 

tctggtacct 

tgacagtcaa 

atctagatga 

actgcatcat 

ttatcggtta 

gatattattc 

ttaacaatgc 

atcccactga 

atctctccac 

ctgtgagggt 

gactttacac 

acacaacatc 

cggtcatggt 

cgtatgaagc 

agcctcgtgc 

cttacatctt 

caatcagtgg 

actttcgaat 

tcaggactct 

atggaggtta 

caattggaca 



agaatagtct 
tgctcagcgc 
tcctctcaga 
ccgcggagtc 
cttgggaatg 
acttcattcc 
agattctggc 
cctttcacag 
agtcattggg 
aatcccaggt 
ccaaccgggg 
aggaaatgaa 
tctgcaaaga 
tgtttctggc 
caggtctaaa 
tgatgacagt 
tgcagagctc 
ctatgaaagc 
gaattggatg 
aagcaactta 
tgaaaatgag 
cccaagctcc 
ccgatttgtc 
cacggtcttt 
tgggtccctt 
tgtggcttac 
gcctgagttg 
ctcaattctt 
attgttctgc 
ttataaactg 
tcgctatggt 
aagtgccccg 
ctggctgcct 
cagaaagacg 
attcacagga 
tggtactgga 
atctcaagtt 
catgagttgg 
tggcgttggg 
cattgagagg 
cggagaagga 
cccagttgat 
ccccatgctc 
cagctgggca 
cgtccggtgg 
tctaagttac 
aacaaaaaac 
agcccccacc 
cgtcattgtg 
attttatacc 
tgataggctt 
tcaagcacga 
gaaagtggaa 
ttggccagtt 
aatgcacccc 



tagatgtgtt 
gcatcttcaa 
accttctgat 
cgaccgagga 
gatgaaagga 
agacaccaca 
tcaattatta 
acagaatctg 
gagcccatgc 
gactcccgag 
gacattggaa 
gcagaagtca 
ccatccaatg 
tatcctccac 
aagtattctt 
ggaatgtata 
acagtcttgg 
atggatattg 
aagaatggag 
cggatacttg 
gctggaaatg 
agtgtcctcc 
cgtctcagct 
ttctccagag 
cagctcactg 
aatgaatggg 
caagttccag 
attacctggg 
actgaggtgt 
gaaggcctga 
ccgggcgtct 
cctcagaacg 
cctccatcag 
acccgcaggg 
ctggagaaag 
ccaccttcca 
cctgatcaac 
actcctccct 
agcccttacg 
ttagagtcaa 
gttcctcttt 
tattatcctt 
ccaccagtag 
gacaactctg 
agaaccagct 
acagcaacag 
agaaggtcca 
tctgctccca 
agttggcagc 
ttggacaaga 
actcatcaaa 
aattcaaaag 
caccctgaca 
gatactaatt 
ccgcatggca 



tgggtaccca 
gtaaccggtt 
gccgtcacaa 
gttccagtga 
agcagcaact 
agccagatga 
gtcggacagc 
tcacagcctt 
caacaatcca 
tggtggtctt 
tttaccgatg 
gaattttatc 
tagtagccat 
caagttttac 
tattgggtgg 
cctgtgttgt 
ttccgccatg 
agtttgaatg 
atgtggtcat 
gggtggtgaa 
cccagaccag 
cttcggctcc 
ggcgcccacc 
aaggtgacaa 
tgggaaacct 
gaccgggaga 
ggccagtaga 
aaccccctgc 
ccacaggaaa 
aaaaattcac 
ctactgatga 
tctccctgga 
gaacacaaaa 
gtgagatgga 
gaagtcagta 
actggtatac 
caagctctct 
tgaacccaaa 
ctgagacagt 
gttcccatta 
atgaaagtgc 
tgcttgatga 
gtgtacaggc 
tccctaagaa 
tttctgcaag 
gcctcaaacc 
gtacttggag 
aggactttac 
ctcccttgga 
acatcccaat 
tcatggatct 
gagtggggcc 
aaatggctaa 
tgattgatag 
gtgtcactcc 



agctggcttt 
ttcaaattaa 
tgcggggagg 
tcaagtggaa 
ttcaaatggg 
gggactttac 
aaaagttgca 
catgggagac 
ctggcagaag 
gccctctgga 
ctcagctcga 
agatccagga 
tgaaggaaaa 
ctggttacga 
aagcaacttg 
cacatataaa 
gtttttaaat 
tacagtctct 
tcctagtgat 
gtcagatgaa 
tgcacagctc 
cagagatgtg 
tgcagaagcg 
cagggaacga 
gaagccagaa 
gagttctcaa 
aaacctgcaa 
ctatgcaaac 
agaacagaat 
cgaatatagt 
tataacagtg 
agtggtcaat 
tggatttatt 
aacactggag 
cagtttccag 
tgcagagact 
tcatgtgagg 
catcgtggtg 
gcgtgtggac 
tgtaatctcc 
caccaccagg 
tttccccacc 
tgtggctctt 
ccaaaagacg 
tgcaaaatac 
aaacacaatg 
catgactgca 
agtcattact 
agccaatggg 
tgatgactgg 
caaccttgat 
actctctgat 
tgaccaaggt 
aagcacccta 
tcagaagaac 



tgtactcttc 
agctttcaca 
aaatgtcctc 
gaaagatgca 
tctctgctga 
caatgtgagg 
gtagcaggac 
acagtgctac 
aaccaacaag 
gcattgcaga 
aatccagcca 
ctgcatagac 
gatgctgtcc 
ggcgaggaag 
cttatctcca 
aatgagaata 
catccttcca 
ggaaagcctg 
tattttcaga 
ggcttttatc 
attgtcccta 
gtccctgtct 
aaagggaaca 
gcattgaata 
gccatgtaca 
cccatcaagg 
gctgtatcta 
ggtccagtcc 
atagaggttg 
cttcgattct 
gttacacttt 
tcaagaagta 
accggctata 
ccaaacaacc 
gtgtcagcca 
ccagagaatg 
ccccagacta 
cgaggttata 
agcaagcagc 
ctaaaagctt 
tctataaccg 
tcggtcccag 
acccatgatg 
tctgaggtgc 
aagtcagaag 
tatgaattct 
catgccacca 
agggaaggga 
aaaattactg 
attatggaaa 
actatgtatt 
cccatcctct 
cgtcatggag 
aatgagccgc 
agcaacctgc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 
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ttgtgatcat 
tgatttgcac 
gcaaaaggaa 
aaatggagat 
ccatccaaag 
gaagcaaaag 
ctctggagag 
atgcccagtc 
cccagtaccc 
tccggcctgt 
agtcagtgag 
agcattctag 
ctcacccact 
cgaaagtccc 
tgaaaacagc 
tgccaacagc 
taagtgcatc 
gcatctaaac 
ttgttgttct 
taaatctatg 



tgtggtcacc 
ccgacgctct 
gggcagccag 
gaaaaatatt 
ttgccaagac 
cacctctcat 
gtcgctggct 
caacaatcct 
aggaatcctc 
gccattccca 
tgaaggacca 
cagcgaggag 
ccgcagcttt 
ttacacacca 
ctcccttggg 
ccctgaagtg 
tttaaaattc 
caatgagtac 
tattgttgtt 
atattaaaa 



gttggtgtca 
tcagcccagc 
aaggacctcc 
gaaaagccat 
ctcacaccag 
tcaggtcaag 
gcacgccgag 
gctgtcgtga 
ccgtctccca 
acactctcag 
actacccaac 
gcaccaagca 
gctaatcctt 
cttttgtctc 
ttggctggaa 
tctgaggaga 
atgcttcatc 
tgtccattca 
tgttcctttg 



tcacagtgct 
agagaaagaa 
gaccccctga 
ctggcactga 
tcagccacag 
acactgagga 
ccccccgggc 
gcgccatccc 
cctgtggata 
tggaccgagg 
aaccacctat 
gaaccatccc 
tgctacctcc 
agccagggcc 
aagcaagatc 
gccacaaacc 
aagggacaga 
ccccaggcca 
ttttcctgca 



ggtagtggtc 
acgggccacc 
tctttggatc 
ccctgcagga 
ccagtcagaa 
agcagggagc 
caagctcatg 
ggtgccaacg 
tccccacccg 
tttcggagca 
gctgccccca 
cacagcttgt 
accaatgagt 
cactcttcct 
ccctttgctt 
aacagaggat 
ttgactggcg 
ccccaggcca 
cttaaatatg 



atcgtggctg 
cacagtgctg 
catcatgaag 
agggactctc 
acccaactgg 
tctatgtcca 
attcccatgg 
ctagaaagtg 
cagttcactc 
ggaagaagtc 
tctcagcctg 
gttcgaccaa 
gcaatagaac 
aagacccatg 
cctgtgtctg 
tcagccaatg 
ctgtgtaata 
ccccagtcca 
aagaggaaat 



3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4459 



<210> 15 

<211> 3744 

<212> DNA 

<213> Homo sapiens 



<400> 15 

ccgagtgaca 

tccccctgct 

ccagggctag 

agagaggctt 

gcccctggat 

gcatagatgg 

gcaagccctg 

tcgccctgga 

gcattctgga 

aggcgctcat 

tcaccaagcc 

tggtggccaa 

cagacctgag 

accaggccca 

tggcctcgga 

aggacggggg 

agttcgacaa 

ttgccaacga 

gccatttctt 

tggaggaggt 

gtgagcgaat 

atgccgtgta 

gcgtggggct 

gaaacgtcaa 

cgcctgggcg 

tcattggctc 

gcgggcagca 

agacagtgaa 

aggtggaccg 

cgggctgccg 

ccctcttcct 

gctacaacga 



aggaggtggg 
gctgaagctg 
gagtgggcct 
gggctggtgg 
gccttcctcc 
ggacatcaca 
tggagaactt 
tcgcatcaac 
cacctgctcc 
cgagaaggat 
tgaacgtgtg 
catccttcgc 
tgacaacagc 
ggccatggtg 
gggcagctat 
cgtgtgcatc 
gatcatccgc 
ggatgacatc 
ctggatgggc 
ggctgagggt 
tgggcaggat 
cgccatgggc 
ctgcccgcgc 
cttctcaggc 
ctatgacatc 
ctggactgac 
gctgccccgc 
gggcatgcct 
ctacacctgt 
gcccatcccc 
ggccgtggtg 
cacgcccatc 



agagggtagc 
ccctgcccat 
gccgttcatg 
tgggcccggc 
ctgggaaagc 
ctgggaggcc 
aagaaggaaa 
aacgacccgg 
agggacaccc 
ggcacagagg 
gtgggtgtca 
ctcttcaaga 
cgctacgact 
gacatcgtcc 
ggtgagagcg 
gcccagtcgg 
cgcctcctgg 
aggcgtgtgc 
tctgacagct 
gctgtcacga 
tcagcttatg 
cacgcgctgc 
atggaccctg 
atcgcaggga 
taccaatacc 
cacctgcacc 
tccatctgca 
tgctgctggc 
aagacgtgtc 
atcatcaagc 
ggcatcgctg 
gtcaaggcct 



agcatgggct 
gcccacccag 
ggtctctagg 
tgcccctttg 
ccaaaggcca 
tgttcccggt 
agggcatcca 
acctgctgcc 
atgccctcga 
tccgctgtgg 
tcggtgcttc 
taccccagat 
tcttctcccg 
gtgccctcaa 
gtgtggaggc 
tgaagatacc 
agacttcgaa 
tggaggcagc 
ggggctccaa 
tcctccccaa 
agcaggaggg 
acgccatgca 
tagatggcac 
accctgtgac 
agctgcgcaa 
ttagaataga 
gcctgccctg 
actgcgagcc 
cctatgacat 
ttgagtgggg 
ccacgttgtt 
cgggccgtga 



acgcggttgg 
gccgtggggc 
gatttccgar 
cctgctcctc 
ccctcacatg 
gcatggccgg 
ccggctggag 
taacatcacg 
gcagtcgctg 
cagtggcggc 
agggagctcg 
cagctacgcc 
cgtggtgccc 
gtggaactat 
cttcatccag 
acgggagccc 
cgccagggca 
acgaagggcc 
gattgcacct 
gaggatgtcc 
gaaggtgcag 
ccgtgacctg 
ccagctgctt 
cttcaatgag 
cgattctgcc 
gcggatgcac 
ccaaccgggt 
ttgcacaggg 
gcggcccaca 
ctcgccctgg 
cgtggtgatc 
actgagctac 



ctgccctcag 
caggggcctg 
atgcctggga 
agcctttacg 
aattccatcc 
ggctcagagg 
gccatgctgt 
ctgggcgccc 
acctttgtgc 
ccacccatca 
gtctccatca 
tccacagcgc 
tcggacacgt 
gtgtccacag 
aagtcccgtg 
aaggcaggcg 
gtcatcatct 
aaccagacag 
gtgctgcacc 
gtacgagacc 
tttgtgatcg 
tgtcccggcc 
aagtacatcc 
aatggagatg 
gagtacaagg 
tggccgggga 
gagcggaaga 
taccagtacc 
gagaaccgca 
gccgtgctgc 
acctttgtgc 
gtgctgctgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 



10 



00 



\ 



caggcatctt 
cctgctcgct 
tcaccaagac 
cacgcttcat 
tgctgggcat 
accagcggac 
tgtcgctcat 
ccatcaagac 
tgtacaccac 
cggccgacaa 
cggtgtccct 
agaacgtgcc 
acaagttcac 
agaaccttga 
caatctagcg 
gcgtcgggcc 
gacgtggctt 
aaccgggtga 
gcgtcttgga 
cagtgctaga 
tctccagccc 
ccccggctgc 
ctctctctca 
ttttctgccg 
tctccctgcc 
aaaaaaatca 
ctgcgtcctc 
cgcccatctg 
ctgcccgcct 
ttattgacga 
taaacacatg 



cctgtgctat 
gcgccgaatc 
caaccgcatc 
cagccccgcc 
ctgtgtgtgg 
actcgacccc 
ctgcctgctg 
acgcggcgtg 
ttgcatcgtc 
gctgtacatc 
gggaatgctc 
caagcgcaag 
gcagaagggc 
ggccccagcg 
agtccatgga 
agggccacac 
ggtgctgagg 
gcaacaggag 
ccattgcccc 
tctctccctc 
tgtctttctg 
ttgtactctt 
tcctctttgt 
ttttctttcc 
acccttcccc 
aaacacaaaa 
ctggtggcct 
ccgtgtgtct 
gcccctcctg 
caatgtgtag 
gttttgcaaa 



gccaccacct 
ttcctgggac 
taccgcatct 
tcacagctgg 
tttgtggtgg 
cgcttcgcca 
ggctacagca 
cccgagacct 
tggctggcct 
cagacgacga 
tacatgccca 
cgcagcctca 
aacttccggc 
ctggccacca 
gctgagcagc 
ccaagggccc 
atagcagagc 
gacgaggggc 
tcccggcccc 
ccttcgtctc 
ttctcttatc 
ggccttttct 
cctcagctcc 
tgttctcctc 
agttcaccaa 
aagccaaaac 
ctgtgtgtgt 
tgcccgcctg 
ccgaccacac 
cgcatgattg 
aaaa 



tcctcatgat 
tagggatgag 
tcgagcaggg 
ccatcacctt 
acccctccca 
ggggtgtgct 
tgctgctcat 
tcaatgaggc 
tcatccccat 
cgctgacggt 
aagtctacat 
aagccgtcgt 
ccaacggaga 
aacagactta 
aggaggagga 
agctgtcttg 
ccccagccat 
cggggcggtg 
aaaccacagg 
tgtctgtgct 
tctttgtttc 
gtgtctcctt 
tcctgctttc 
tgcttcattc 
accttacatg 
gaaaacaaat 
ccctgtggcc 
ccccgcccgt 
ggagttcagt 
tttttatacc 



cgctgagccc 
catcagctat 
caagcgctcg 
cagcctcatc 
ctcggtggtg 
caagtgtgac 
ggtcacgtgc 
caagcccatt 
cttctttggc 
ctcggtgagt 
catcctcttc 
tacggcggcc 
ggccaagtct 
cgtcacttac 
gccgtgaccc 
cctgcccgtg 
cactgctggc 
ccaggctacc 
ggctcaggtc 
gttggcgacc 
accttttccc 
tctggctctt 
ttgggtccca 
tcgtccagcc 
ttgcaaaaga 
ctcgagtgtg 
cgcagcctgc 
ctgccgtctg 
gcctgggtgt 
aagaacattt 



gaccttggca 
gcagccctgc 
gtcagtgccc 
tcgctgcagc 
gacttccagg 
atctcggacc 
accgtgtatg 
ggcttcacca 
acctcgcagt 
ctgagcgcct 
cacccggagc 
accatgtcca 
gagctctgcg 
accaaccatg 
tgtggaaggt 
ggcacccacg 
agcctgggca 
acaagaacct 
gtgtgggccc 
cctctgtctg 
tctctggcgt 
gcctccgcct 
ccagtgtcac 
attgctcccc 
gaaaaaagga 
ttgccaagtg 
ccgcctgccc 
tcttgcccgc 
ttggtgatgg 
ctaataaaaa 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3744 



<210> 16 

<211> 2899 

<212> DNA 

<213> Homo sapiens 



<400> 16 

cgcgggagcc 

gagcgttgct 

ggttggattt 

gtagacggcg 

ctccctgaag 

tcttccctgg 

agctgtgttt 

gaactactcc 

aaaactgagc 

atggattctg 

agtccagcta 

catcgtcctt 

gggagctccg 

gagaaaagcc 

ggaatcaact 

atcacccagg 

cacagccctg 

aaatcctcaa 

aataatgtca 

tctgtttcca 

actgtgggat 



aacttcaggc 
gcctcgggct 
aggggggctc 
agagacggac 
gtctagatat 
gacctacaga 
ccggtgctat 
cttgccttca 
tggaatctaa 
taagagatgc 
agatttatca 
ccactctaag 
tgaatggtgg 
cgtctgtttg 
ctgtgtcctc 
gaactcctct 
cacatgctag 
tttccagccc 
ctctgagatc 
gcccttcgaa 
ctatctgtag 



tgctcagagg 
ctcccgctgc 
cgcagcaggg 
cccggccgag 
ggaaagacgg 
gaggaccgat 
tccaaacaac 
gcaagacaat 
ggaactttca 
tgactattcc 
gaatgttgaa 
ttgtgtgaac 
cgtcatgcgc 
cagccctctg 
caccacagcc 
gacatgctcc 
caatgtgggc 
tccaagtcac 
ctctgtgtct 
cactaataac 
ccctgtaaac 



aagcccgtgc 
agggagagcg 
gtttcgtggc 
gcagggatgg 
tggggtcaag 
gagaataact 
agtactcaag 
aatcggcctg 
gcaactgtag 
tatgagcagc 
cagctggtga 
acgcccttga 
gccattgtta 
aacatgacat 
agctttggca 
cctaatgctg 
tctcctctct 
tgcagtgtaa 
agccctgcaa 
agatccacgc 
aatgccttca 



agtcagtcac 
gcactcgctg 
ggtggcaagc 
agaccaaagg 
tttctcaggc 
acatggagat 
gaagcagcaa 
ggattttaac 
ctgagtccat 
agaaccaaca 
aattttacaa 
gatcatttat 
aaagccctat 
cttcggtttg 
gttttccagt 
aaaatcgagg 
caagtccgtt 
aatctccagt 
atattaacaa 
tttccagtcc 
gctacactgc 



ctgggtgcaa 
gcctggatgt 
gctgcaacag 
ctaccacagt 
tgtggagcgt 
tgtcaacgta 
agaaaaacaa 
atctgatatt 
gggtttatat 
aggaagcatg 
aggaaatggc 
gtctgactct 
catgtgtcat 
cagccctgct 
gcacagccca 
ctccaggtcg 
aagtagcatg 
ctccagtccc 
ctcaaggtgc 
ggcagccagt 
ttctggcacc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 
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tctgctggat 
gctcaagagg 
actggccagc 
tcatgtctag 
caagaatcaa 
ccgtttccat 
ctatcaggaa 
ttcccagtgg 
ccttcctctg 
gctcaaggta 
tcctttcctc 
agaagaagtg 
ttacgaagtg 
gaggcttcag 
agagcagtgg 
aagattcgac 
aatttaggag 
ccacagcagc 
acgtacatcg 
acaatctcac 
attgtatatg 
ctcaaccgct 
ggatttaaaa 
ctatcatcat 
tttgcaccag 
agtggcactt 
ccacccacac 
tacacaactc - 



ccagtacatt 
tcccttttcc 
ttaatattgt 
gaggaaatag 
ccaagcattc 
ttatggatgg 
ttttaggacc 
gtattaaaca 
ctattgttgg 
caatatcttt 
ctgtcaatac 
atgggtatcc 
tttctactgg 
gatgccatta 
aagggcaaca 
gaaagaattg 
cacgaaagtc 
agcagccccc 
ctcctgcaaa 
gagcgctcac 
caggctatga 
tagcaggcaa 
acttgcctct 
ttgccttgag 
acctagtctt 
cacatgcctc 
catcttgcgt 
agttgcaaa 



gcgggatgtg 
taagactgag 
ccagtacata 
caaaataaat 
atgttcaggc 
ctcgtatttt 
acctgtgccc 
agaaccagat 
ggtgaattca 
atcacgatcg 
tttagtggag 
ggtcttagaa 
atcttcaaga 
tggggtagtc 
caactattta 
tcctgcttgc 
aaagaagttg 
acccccaccc 
agaaccctcg 
accttccccc 
cagctcaaaa 
acagatgatc 
tgaggaccaa 
ctggagatcg 
taatgaactg 
tgtggattct 
ctgaagcact 



gttcccagtc 
gaagtagaga 
aaaccagaac 
tcggattctt 
acctctttta 
tcctttatgg 
ggctttgatg 
gacgggagct 
ggtggacagt 
gctagagacc 
tcatggaaat 
tacattccag 
ccttcaaaaa 
acctgtggca 
tgtgctggaa 
agacttcaga 
ggaaagttaa 
ccacccccgc 
gtcaacacag 
gttatggtcc 
ccagatacag 
caagtcgtga 
attaccctaa 
tacaaacata 
ttggcgagag 
ctgagtgtct 
agttgtgtga 



cagacacgca 
gtgccatctc 
cagatggagc 
cattctcagt 
aagggaatcc 
atgataaaga 
gtaactgtga 
attacccaga 
ccttccacta 
aatctttcca 
cacacggcga 
aaaatgtatc 
tatgtttggt 
gctgcaaagt 
gaaatgattg 
aatgtcttca 
aagggattca 
aaagcccaga 
cactggttcc 
ttgaaaacat 
ccgaaaatct 
agtgggcaaa 
tccagtattc 
cgaacagcca 
tgagagaggg 
ctctgggatg 
gggcagctcc 



ggagaaaggt 
aaatggtgtg 
ttttagcagc 
accaataaag 
aacagtaaac 
ctattattcc 
aggcagcgga 
ggccagcatc 
caggattggt 
acacctgagt 
cctgtcgtct 
aagctctact 
gtgtggggat 
tttcttcaaa 
catcattgat 
agctggaatg 
cgaggagcag 
ggaagggaca 
tcagctctcc 
tgaacctgaa 
gctctccacg 
ggtacttcca 
ttggatgtgt 
atttctctat 
ttgaagtctt 
aaggtgactt 
attagacgag 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2899 



<210> 17 

<211> 2780 

<212> DNA 

<213> Homo sapiens 



<400> 17 

cgcgggagcc 

gagcgttgct 

ggttggattt 

gtagacggcg 

ctccctgaag 

tcttccctgg 

agctgtgttt 

gaactactcc 

aaaactgagc 

atggattctg 

agtccagcta 

catcgtcctt 

gggagctccg 

gagaaaagcc 

ggaatcaact 

atcacccagg 

cacagccctg 

aaatcctcaa 

aataatgtca 

tctgtttcca 

actgtgggat 

tctgctggat 

gctcaagagg 

actggccagc 



aacttcaggc 
gcctcgggct 
aggggggctc 
agagacggac 
gtctagatat 
gacctacaga 
ccggtgctat 
cttgccttca 
tggaatctaa 
taagagatgc 
agatttatca 
ccactctaag 
tgaatggtgg 
cgtctgtttg 
ctgtgtcctc 
gaactcctct 
cacatgctag 
tttccagccc 
ctctgagatc 
gcccttcgaa 
ctatctgtag 
ccagtacatt 
tcccttttcc 
ttaatattgt 



tgctcagagg 
ctcccgctgc 
cgcagcaggg 
cccggccgag 
ggaaagacgg 
gaggaccgat 
tccaaacaac 
gcaagacaat 
ggaactttca 
tgactattcc 
gaatgttgaa 
ttgtgtgaac 
cgtcatgcgc 
cagccctctg 
caccacagcc 
gacatgctcc 
caatgtgggc 
tccaagtcac 
ctctgtgtct 
cactaataac 
ccctgtaaac 
gcgggatgtg 
taagactgag 
ccagtacata 



aagcccgtgc 
agggagagcg 
gtttcgtggc 
gcagggatgg 
tggggtcaag 
gagaataact 
agtactcaag 
aatcggcctg 
gcaactgtag 
tatgagcagc 
cagctggtga 
acgcccttga 
gccattgtta 
aacatgacat 
agctttggca 
cctaatgctg 
tctcctctct 
tgcagtgtaa 
agccctgcaa 
agatccacgc 
aatgccttca 
gttcccagtc 
gaagtagaga 
aaaccagaac 



agtcagtcac 
gcactcgctg 
ggtggcaagc 
agaccaaagg 
tttctcaggc 
acatggagat 
gaagcagcaa 
ggattttaac 
ctgagtccat 
agaaccaaca 
aattttacaa 
gatcatttat 
aaagccctat 
cttcggtttg 
gttttccagt 
aaaatcgagg 
caagtccgtt 
aatctccagt 
atattaacaa 
tttccagtcc 
gctacactgc 
cagacacgca 
gtgccatctc 
cagatggagc 



ctgggtgcaa 
gcctggatgt 
gctgcaacag 
ctaccacagt 
tgtggagcgt 
tgtcaacgta 
agaaaaacaa 
atctgatatt 
gggtttatat 
aggaagcatg 
aggaaatggc 
gtctgactct 
catgtgtcat 
cagccctgct 
gcacagccca 
ctccaggtcg 
aagtagcatg 
ctccagtccc 
ctcaaggtgc 
ggcagccagt 
ttctggcacc 
ggagaaaggt 
aaatggtgtg 
ttttagcagc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 
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tcatgtctag 
caagaatcaa 
ccgtttccat 
ctatcaggaa 
ttcccagtgg 
ccttcctctg 
gctcaaggta 
tcctttcctc 
agaagaagtg 
ttacgaagtg 
gaggcttcag 
agagcagtgg 
aagattcgac 
aatttaggag 
ccacagcagc 
acgtacatcg 
acaatctcac 
attgtatatg 
ctcaaccgct 
ggatttaaaa 
ctatcatcat 
tttgcaccag 
ctgcagagtt 



gaggaaatag 
ccaagcattc 
ttatggatgg 
ttttaggacc 
gtattaaaca 
ctattgttgg 
caatatcttt 
ctgtcaatac 
atgggtatcc 
tttctactgg 
gatgccatta 
aagggcaaca 
gaaagaattg 
cacgaaagtc 
agcagccccc 
ctcctgcaaa 
gagcgctcac 
caggctatga 
tagcaggcaa 
acttgcctct 
ttgccttgag 
acctagtctt 
atgcgttaaa 



caaaataaat 
atgttcaggc 
ctcgtatttt 
acctgtgccc 
agaaccagat 
ggtgaattca 
atcacgatcg 
tttagtggag 
ggtcttagaa 
atcttcaaga 
tggggtagtc 
caactattta 
tcctgcttgc 
aaagaagttg 
acccccaccc 
agaaccctcg 
accttccccc 
cagctcaaaa 
acagatgatc 
tgaggaccaa 
ctggagatcg 
taatgaataa 



tcggattctt 
acctctttta 
tcctttatgg 
ggctttgatg 
gacgggagct 
ggtggacagt 
gctagagacc 
tcatggaaat 
tacattccag 
ccttcaaaaa 
acctgtggca 
tgtgctggaa 
agacttcaga 
ggaaagttaa 
ccacccccgc 
gtcaacacag 
gttatggtcc 
ccagatacag 
caagtcgtga 
attaccctaa 
tacaaacata 
gtacctatta 



cattctcagt 
aagggaatcc 
atgataaaga 
gtaactgtga 
attacccaga 
ccttccacta 
aatctttcca 
cacacggcga 
aaaatgtatc 
tatgtttggt 
gctgcaaagt 
gaaatgattg 
aatgtcttca 
aagggattca 
aaagcccaga 
cactggttcc 
ttgaaaacat 
ccgaaaatct 
agtgggcaaa 
tccagtattc 
cgaacagcca 
attagccttc 



accaataaag 
aacagtaaac 
ctattattcc 
aggcagcgga 
ggccagcatc 
caggattggt 
acacctgagt 
cctgtcgtct 
aagctctact 
gtgtggggat 
tttcttcaaa 
catcattgat 
agctggaatg 
cgaggagcag 
ggaagggaca 
tcagctctcc 
tgaacctgaa 
gctctccacg 
ggtacttcca 
ttggatgtgt 
atttctctat 
ataaaataaa 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2780 



<210> 18 
<211> 3239 
<212> DNA 

<213> Homo sapiens 



<400> 18 

ggcaacacgc 

ccgctcttag 

agccatggct 

gtaagagttt 

tcttcctttt 

tcagtggtta 

gtattcaatt 

tcaattggag 

gccaccaaga 

tcatacatct 

actgagccag 

ttgccacctt 

aaggcattga 

ttgaggaact 

attccaagga 

tagtcatgag 

atgtgcatac 

aaccagttgc 

agaggctgat 

gggcagtggc 

gcgtcaataa 

tcgcagctcc 

tgaaggccaa 

acggggatga 

cccgggacct 

atggggccaa 

acgtcatcgt 

acgccaatct 

agaggaatat 



ttttaccagg 
ccagaatgat 
tcttcacagc 
cttgggaaaa 
ctctcacaga 
aaactgtatt 
cccccttaac 
gatcaaagtt 
cgatgtcata 
ttgttggatt 
atataagatt 
ctactgccca 
tgtccgtgct 
tctcagaaaa 
agtcatctcc 
actggtagcg 
ggagggattg 
tctcctcaaa 
gctcaccatg 
gagtgccgcg 
gaagctcggc 
caccaaggcc 
gaacttcaag 
agactgcctg 
gcccgttatg 
cttcctcaac 
ggtcaccttc 
gccaggtaac 
cgcggccttc 



aactcgctat 
agaggggcat 
ataatcatag 
gatcttccaa 
gggcacaatc 
aaggccaaat 
taaagttgtc 
gagaaaagta 
gaagtctgaa 
tcctgtgtac 
gcttttggat 
aaggccagaa 
ttggccataa 
gccggccttt 
tcctagagca 
gtagatcctc 
aaatccatag 
taccagagtc 
gggcgcctgc 
aagctgggcg 
ctcctgggtg 
ctggaaaatc 
aagagatgcc 
tacctcaaca 
atctggatct 
aactacctgt 
aactaccgtg 
tatggccttc 
gggggggacc 



aaccacgaat 
ttctccgggg 
gacagaaaga 
acatatgttc 
ccaatactgt 
ttatctatgg 
actatatgtt 
atattcgaca 
cgagtctcag 
ttggtctttg 
gcctgcagaa 
tcagaacagg 
ttgaccctca 
tgcaaggttt 
tgaagtaatt 
atgaacttgt 
cgccaaacta 
tctccattat 
aactggttgt 
ccgtgtacac 
actctgtgga 
ctcagccaca 
tgcaggccac 
tttgggtgcc 
atggaggcgc 
atgacggcga 
tcggccccct 
gggatcagca 
ccaacaacat 



accgcttgtg 
gcttatagtg 
gctttaaaat 
catctgttga 
taatgaacaa 
gtctagagct 
gataatattg 
tttttcgatt 
ttccaatttg 
ttttctcctc 
gccctgagca 
acagtgacac 
taacaggagc 
caagaagtgt 
tttcgacact 
ctaacacgtc 
atttaatcac 
atatccccag 
gttgggcctc 
agaaggtggg 
catcttcaag 
tcctggctgg 
catcacccag 
ccagggcagg 
cttcctcatg 
ggagatcgcc 
tgggttcctc 
catggccatt 
cacgctcttc 



agccagtaag 
aggatatgca 
ttgtgcttta 
tggctcagga 
atctgaatta 
aaagatagat 
atggaattcc 
caacggagtg 
gtagaccact 
gatgtacatt 
aacaagttta 
cgcccccaca 
aatcatttca 
tcgattaagc 
actgaaggca 
ctctacccac 
gttaattatg 
taggccaccc 
acctgctgct 
ttcgtggaag 
ggcatcccct 
caagggaccc 
gacagcacct 
aagcaagtct 
gggtccggcc 
acacgcggaa 
agcactgggg 
gcttgggtga 
ggggagtctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 
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ctggaggtgc 
gagccatcag 
tctgggccaa 
cccagtgtct 
caggcctgga 
tcatccccgc 
gcaccaacaa 
gcaacaagaa 
aggggctcag 
catcccagga 
tgcccaccga 
cctacctgtt 
atgcagatga 
cccaagacag 
gggaccccaa 
acagcggcta 
gaaccaactt 
aggaggccac 
gtgactccga 
ccacgggtga 
tgccgcccac 
cccccgtgcc 
gggtgactcc 
agtcattagg 
caggggctcc 



cagcgtctct 
ccagagcggc 
aaaggtggct 
gaaggttact 
gtaccccatg 
tgacccgatc 
catggacggc 
agtcacggag 
aggcgccaag 
gaataagaag 
gattgcccta 
ttcccatccc 
cattcagtac 
gacagtctct 
catgggcgac 
cctggagatc 
cctgcgctac 
ccctgtgccc 
gaccgccccc 
ctccggggcc 
gggtgactcc 
gcccccgtga 
ggggcccccc 
ttttagcgtc 
cctcccatct 



ctgcagaccc 
gtggccctga 
gagaaggtgg 
gatccccgag 
ctgcactatg 
aacctgtacg 
cacatcttcg 
gaggacttct 
acgacctttg 
aagactgtgg 
gcccagcaca 
tctcggatgc 
gttttcggga 
aaggccatga 
tcggctgtgc 
accaagaaga 
tggaccctca 
cccacagggg 
gtgccgccca 
ccccccgtgc 
ggggcccccc 
cccccacggg 
ctgtgccccc 
ccatgagcct 
tgagctcttc 



tctcccccta 
gtccctgggt 
gttgccctgt 
ccctgacgct 
tgggcttcgt 
ccaacgccgc 
ccagcatcga 
acaagctggt 
atgtctacac 
tggactttga 
gagccaatgc 
ccgtctaccc 
agcccttcgc 
tcgcctactg 
ccacacactg 
tgggcagcag 
cctatctggc 
actccgaggc 
cgggtgactc 
cgcccacggg 
ccgtgccgcc 
tgactccgag 
cactgactcc 
tggtatcaag 
ctgaataaag 



caacaagggc 
catccagaaa 
gggtgatgcc 
ggcctataag 
ccctgtcatt 
cgacatcgac 
catgcctgcc 
cagtgagttc 
cgagtcctgg 
gaccgatgtc 
caagagtgcc 
caaatgggtg 
cacccccacg 
gaccaacttt 
ggaaccctac 
ctccatgaag 
gctgcccaca 
cactcccgtg 
cggggccccc 
tgactccggg 
cacgggtgac 
accgcccccg 
aaggaagctc 
aggccacaag 
cctcataccc 



ctcatccggc 
aacccactct 
gccaggatgg 
gtgccgctgg 
gatggagact 
tatatagcag 
atcaacaagg 
acaatcacca 
gcccaggacc 
ctcttcctgg 
aagacctacg 
ggggccgacc 
ggctaccggc 
gccaaaacag 
actacggaaa 
cggagcctga 
gtgaccgacc 
ccccccacgg 
cccgtgccgc 
gccccccccg 
tccggggccc 
tgccgcccac 
agatgcctgc 
agtgggaccc 
ctgaaaaaa 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3239 



<210> 19 

<211> 917 

<212> DNA 

<213> Homo sapiens 



<400> 19 

ggcacgagca 

ccctcctgcc 

ctgctggcgc 

cttcatcaag 

tacttctcca 

atagataagt 

actgacacca 

taccatgccc 

gaggtggggg 

cccttctccc 

ctgaggggag 

ttgccaggaa 

cgcttgtcca 

gatgacagtg 

tgaggaggtg 

ctctgtttgt 



gccccggagc 
gcagccaccg 
gcctgcttct 
ttocatcgaa 
acattcactg 
caaaaacctg 
tgggccggcc 
acagatctga 
cacaaggacc 
agagggctgg 
gaggcaggga 
cccagacaac 
agagtgcatg 
gggtggaagg 
gggggtgccc 
cctccag 



ccgggccagg 
agccgccgtc 
ctgcgtcctg 
ctgtgactgt 
gtgcaactgc 
ctatgagggg 
ctgcctgccc 
tgctcttcag 
aaaagccctc 
ccatagcaca 
aggccctctg 
cggaggcgac 
gtgcatgact 
ggacaaactt 
gagagggatg 



gtccacctgt 
tagcgccccg 
gtcgtgagcg 
ctaaatggag 
ccaaagaaat 
aatggtcact 
tggaactctg 
ctgggcctgg 
cctacagttc 
agagaagtgc 
ggttggaatg 
cctggtgcta 
gcgcagatgg 
acatgtcccc 
ctttctccta 



ccccgcagcg 
acctcgccac 
actccaaagg 
gaacatgtgt 
tcggagggca 
tttaccgagg 
ccactgtcct 
ggaaacataa 
ccagaaacct 
agcctctggt 
acatccccta 
tgtgcaggtg 
tgagcatcac 
ttattccatc 
cctgcctccc 



ccggctcgcg 60 
catgagagcc 120 
cagcaatgaa 180 
gtccaacaag 240 
gcactgtgaa 300 
aaaggccagc 360 
tcagcaaacg 420 
ttactgcagg 480 
tgttaccatc 540 
tgagtcttcc 600 
tctttctgtg 660 
ggcctaaagc 720 
ttgacctgct 780 
acaggaggac 840 
taagacatcc 900 
917 



<210> 20 

<211> 1819 

<212> DNA 

<213> Homo sapiens 

<400> 20 

aaggtacatg ttctgctcct attaactatt tttcacagga aaaacagtgg ataggaccca 60 

acttagggct cttgccacgc ttgttagtat aagcccgtta tctccaaaac tatctaacca 120 

ttgagctgtt ttgctggaat gagagcttgt gtaatagcaa ccaccagttt tccactacga 180 
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aatcttccac 
catagcaaat 
agactaaaac 
tttcctctct 
aatctccaag 
taaattctgt 
gccggtggag 
gacctgtgcc 
caggaagatg 
ctggaacttg 
tatttaaatc 
catgtcaaac 
agtggaacta 
tgggagggta 
ctgctatttg 
ccccagtgac 
ttaagtcaga 
cggaatcctg 
gattttttaa 
tatgtacagt 
gctttgatat 
tctgatcgtt 
agtccgtcaa 
ctaggtagga 
gtgactctat 
actgtttttc 
tctagttgaa 
agtagtagta 



agggttagtt 
gagactcaaa 
acagagggtt 
cttttccctt 
cctatcaagt 
ggagtatgta 
ttcaagtgcc 
tgccattaca 
tacggagaca 
aactgattca 
tgtttttcta 
aaatagtcta 
cattagtaca 
ccagcagaaa 
aagtgtaatt 
agctaggatg 
acagcagact 
tcgattagac 
aatttatatt 
tatctaagtt 
ttcaatgtta 
caaagcatga 
aacagattgt 
aatgtggtag 
atagctgatc 
ggacagttta 
aataaagtgt 
ggcggcagc 



aattcaagac 
cttcctcccc 
gaagaaagcc 
gtcttcctta 
ttgagctttc 
ccgacggccg 
ctgacggcga 
actgtcccgg 
tggcatgaag 
catctcattt 
actgggggaa 
tcaaccccag 
cagcaccaga 
ggttagtatc 
gagaaggaaa 
tgcattctcc 
cagctctgac 
tggacagctt 
gtaaatattg 
aatttaaagt 
gcctcaattt 
aatggatact 
ttgcaaaggg 
cctcactttt 
agttttttca 
tttgttgaga 
atattttttc 



attccaagag 
tcaaaatata 
actcctcttg 
gaagggcaaa 
tggctgcacc 
atgctgcacc 
ggtcatgaag 
agacaatgac 
ccagagagtg 
ttccgtaaaa 
aagattccca 
acactggttt 
atgtatatta 
atcagatagc 
attttagcgt 
agccatcaag 
attctgattc 
gtggcaagtg 
tgtgtgtgtg 
tgtttgtgcc 
ctgaacacca 
tatatggaaa 
gaggcatcag 
aatgaacaaa 
cctggaagca 
gtgtgaccaa 
tataaaaaat 



aggctctggc 
aacagaagtc 
tagagtcgct 
aagtgcatcc 
agcatgaaga 
ccccacagaa 
aagaacatga 
atctttgaat 
agagacatta 
atgatttcag 
cccaattcaa 
gaagaatgtt 
aggtgtggct 
atcttatacg 
gctcactgac 
agactgagtc 
gaatgacact 
aatttgcctg 
tgtgtgtgta 
tttttatttt 
taggtagaat 
ttctgctcag 
tgtccttggc 
tggcctttat 
tttgtttcta 
aagttacatg 
gtcgacgcgg 



tatttttgga 
agacaacaga 
gatttttttt 
gtactcccaa 
cataccgagc 
ccaccaccct 
tgttcatcaa 
cgctgtacta 
actcattaga 
tagcacaagt 
aacattgtgc 
aagacttgac 
ttaggagcag 
agtaatatgc 
ctgcctgtag 
aagttgttcc 
gttcaggaat 
taacaagcca 
tatatatata 
tgtttttaat 
gtaaagcttg 
atagaatgac 
aggctgattt 
taaaaactga 
ctttgatatg 
tttgcacctt 
ccgcgaattt 



240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1819 



<210> 21 

<211> 2294 

<212> DNA 

<213> Homo sapiens 



<400> 21 

tcacaacaac 

cggcagccgc 

ccgaccaccg 

ctccgcccgc 

tggtcctcct 

ggtgcccgga 

gcggctgctg 

gcgacccgca 

tgtgcaccgc 

agtccttcca 

tgcccctgtg 

cgactggaag 

accacagagt 

aatgacaacg 

gaagtgacct 

ccaagcctat 

tctgtggagt 

tggagttcaa 

gtgcctgcca 

agatgtacgg 

acttgaactg 

aaatctgttt 

caaacaaata 

aactacatta 



tcttccccgc 
cccggccgac 
ccagcgctcc 
agtgccaacc 
cgccctctgc 
cgagccggcg 
ccgcgtctgc 
caagggcctc 
caaagatggt 
gagcagctgc 
cagcatggac 
acacgtttgg 
ggagcgcctg 
cctcctgcag 
ggaagagaac 
caagtttgag 
atgtaccgac 
gtgccctgac 
ttacaactgt 
agacatggca 
attcacatct 
ttctaactgg 
gtctatcaac 
gtacacagca 



tgagaggaga 
agccccgaga 
aggccccgcc 
atgaccgccg 
agccggccgg 
ccgcgctgcc 
gccaagcagc 
ttctgtgact 
gctccctgca 
aagtaccagt 
gttcgtctgc 
cccagaccca 
ttccaagacc 
gctagagaag 
attaagaagg 
ctttctggct 
ggccgatgct 
ggcgaggtca 
cccggagaca 
tgaagccaga 
catttttccg 
gggaaaagat 
cccagacact 
ccagaatgta 



cagccagtgc 
cgacagcccg 
gctccccgct 
ccagtatggg 
ccgtcggcca 
cggcgggcgt 
tgggcgagct 
tcggctcccc 
tcttcggtgg 
gcacgtgcct 
ccagccctga 
actatgatta 
tgtgggatgg 
cagagccgcc 
gcaaaaagtg 
gcaccagcat 
gcacccccca 
tgaagaagaa 
atgacatctt 
gagtgagaga 
taaaaatgat 
tcccacccaa 
ggtttgaaga 
tattaaggtg 



gactccaccc 
gcgcgtcccg 
cgccgccacc 
ccccgtccgc 
gaactgcagc 
gagcctcgtg 
gtgcaccgag 
ggccaaccgc 
tacggtgtac 
ggacggggcg 
ctgccccttc 
gagccaactg 
gcatctccac 
tgtgcatggt 
catccgtact 
gaagacatac 
cagaaccacc 
catgatgttc 
tgaatcgctg 
cattaactca 
ttcagtagca 
ttcaaaacat 
atgttaagac 
tggctttagg 



tccagctcga 
gtccccacct 
gcgccctccg 
gtcgccttcg 
gggccgtgcc 
ctggacggct 
cgcgacccct 
aagatcggcg 
cgcagcggag 
gtgggctgca 
ccgagcttac 
cctggtccag 
ccgggttacc 
caggccttgc 
cccaaaatct 
cgagctaaat 
accctgccgg 
atcaagacct 
tactacagga 
ttagactgga 
caagttattt 
tgtgccatgt 
ttgacagtgg 
agcagtggga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 



15 



gggtaccagc 
atttgaagtg 
gtgacagcta 
tcagaacagc 
tcctgtcgat 
tttaaaattt 
acagttatct 
gatatttcaa 
tcgttcaaag 
gtcaaaacag 
taggaaatgt 
tctatatagc 
ttttcggaca 
ttgaaaataa 
tagtaggcgg 



agaaaggtta 
taattgagaa 
ggatgtgcat 
agactcagct 
tagactggac 
atattgtaaa 
aagttaattt 
tgttagcctc 
catgaaatgg 
attgtttgca 
ggtagcctca 
tgatcagttt 
gtttatttgt 
agtgtatatt 
cage 



gtatcatcag 
ggaaaatttt 
tctccagcca 
ctgacattct 
agcttgtggc 
tattgtgtgt 
aaagttgttt 
aatttctgaa 
atacttatat 
aaggggaggc 
cttttaatga 
tttcacctgg 
tgagagtgtg 
ttttctataa 



atagcatctt 
agegtgetea 
tcaagagact 
gattcgaatg 
aagtgaattt 
gtgtgtgtgt 
gtgccttttt 
caccataggt 
ggaaattctg 
atcagtgtcc 
acaaatggee 
aagcatttgt 
accaaaagtt 
aaaatgtcga 



atacgagtaa 
ctgacctgcc 
gagtcaagtt 
acactgttca 
gectgtaaca 
gtgtatatat 
atttttgttt 
agaatgtaaa 
ctcagataga 
ttggcaggct 
tttattaaaa 
ttctactttg 
acatgtttgc 
cgcggccgcg 



tatgectget 
tgtagcccca 
gttccttaag 
ggaatcggaa 
agecagattt 
atatatatgt 
ttaatgcttt 
gcttgtctga 
atgacagtcc 
gatttctagg 
actgagtgac 
atatgactgt 
acctttctag 
aatttagtag 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2294 



<210> 22 

<211> 594 

<212> DNA 

<213> Homo sapiens 



<400> 22 

tgaaatatgg 

ggagcttcct 

gcactgcgct 

ctcgactgct 

ttcatctggc 

tacaaaacat 

catctttagg 

ctacttagtc 

ggacaattgg 

tgaaatctga 



agaatagtct 
tgctcagcgc 
tcctctcaga 
ccgcggagtc 
cttgggaatg 
acttcattcc 
agattctggc 
tagtctcatc 
gcagaatcac 
aagatgtgat 



tagatgtgtt 
gcatcttcaa 
accttctgat 
cgaccgagga 
gatgaaagga 
agacaccaca 
tcaattatta 
ttggaagact 
cactccttca 
tttgtcaggt 



tgggtaccca 
gtaaccggtt 
gccgtcacaa 
gttccagtga 
agcagcaact 
agecagatga 
gteggacage 
gatcagaata 
tgcactctcc 
ggtgctataa 



agctggcttt 
ttcaaattaa 
tgeggggagg 
tcaagtggaa 
ttcaaatggg 
gggactttac 
aaaagttgca 
actcattttc 
tagtgagggt 
agaattacat 



tgtactcttc 60 
agctttcaca 120 
aaatgtcctc 180 
gaaagatgea 240 
tetctgetga 300 
caatgtgagg 360 
gtagcaggtc 420 
atcaataaca 480 
ctgagaaagt 540 
ctca 594 



<210> 23 

<211> 881 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (881) 

<223> any n = a, g, 



c, t, unknown, or other 



<400> 23 

cttatacnag 

ggatgecget 

ccacaggtcc 

tettgeacat 

geeggggett 

acactggegg 

tattctatag 

aaattgttat 

ctggggtgcc 

ecagteggga 

cggtttgcgt 

tengctgegg 

ggggataacg 

gcgngttntg 



cgttatgaga 
gaeatceggt 
cacaaccgca 
cactacctgc 
caccaagacc 
ccgttactag 
tgtcacctaa 
ccgctcacaa 
taatgagtga 
aacctgtcgt 
attgggeget 
egageggtat 
cagaaagaac 
gcgttttcct 



tcaagnngac 
tcgtctacac 
gcagaggagt 
agtttcgtgg 
tacactgttg 
tggatccgag 
atagcttggc 
ttccacacaa 
gctaactcac 
gccagctgca 
cttccgcttc 
cagctcactc 
atgtgagcaa 
aagctccgcc 



caagatgtat 
ccccgccatg 
ttctcattgc 
ctccctggaa 
gctgtgagga 
ctcggtacca 
gtaatcatgg 
catacgagcc 
attaattgeg 
ttaatgaatc 
ctcgctcact 
aaangcggta 
aaggcagcaa 
ccctgacnag 



aaagggttcc 
gagagtgtct 
tggaaaactg 
cagcctgagc 
atgeaaggge 
agettgatge 
tcatagctgt 
ggaagcataa 
ttgcgctcac 
ggccaacgcg 
gactcgctgc 
atacggtttn 
aanggcagga 
catneaaant 



aagecttang 60 
geggataett 120 
caggatggac 180 
ttagctcagc 240 
gaattccagc 300 
atagcttgag 360 
ttcctgtgtg 420 
agtgtaaagc 480 
tgcccgcttt 540 
eggggagagg 600 
geteggtegt 660 
cacagaatca 720 
accgnaaaag 780 
tnacgctcag 840 



16 



tanagggggg aacccgncag acttaaaant ccagcgttcc c 



881 



<210> 24 
<211> 893 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . (893) 

<223> any n = a, g, c, t, unknown, or other 
<400> 24 

cctgcccccg cctctttccc 60 
tctggccact ggttggtgcg 120 
ggaagaacct ggagtgggag 180 
cagatgtata aagggttcca 240 
cccgccatgg agagtgtctg 300 
ctcattgctg gtgaggcacc 360 
cggcctagca accacgaggg 420 
ccaccccaat ttcagtctat 480 
cacaagctgc ttgtcggtcc 540 
cttgcacatc actacctgca 600 
ccggggcttc accaagacct 660 
cactggcggc cgttctagtg 720 
tctatagtgn cacctaaata 780 
ntatccgtna caattccnca 840 
tgagngacta ctn 893 



cttatacnag 
agcattttct 
agaaagttgg 
gattatgtcg 
agccttaggg 
cggatacttc 
gtccccgcgc 
ggcgaggctc 
cagaaggccg 
ccgccccgcc 
gttttgtggc 
acactgttgg 
gatccnagct 
gcttggcgta 
cacatncnan 



cgttatgaga 
aacatcttcc 
ctgtgatctt 
gtaaaagaga 
gatgccgctg 
cacaggtccc 
cctgtgccac 
tgatgggaat 
ggcctttggc 
tttctcctta 
tccctggaac 
ctgtgaggaa 
cggnccaagc 
tcatgggcat 
ccggaagnta 



tcaagnngac 
tcctggtcaa 
gggatgctat 
cacttcccct 
acatccggtt 
acaaccgcag 
accaaccagt 
ggtcccactg 
agcttggcag 
ggaaaactgc 
agcctgagct 
tgcaagggcg 
ttgatgcata 
agctgttcct 
aagngnaagc 



caaggtatcc 
aacagaaact 
atgacttcag 
catccatcaa 
cgtctacacc 
cgaggagttt 
ccctggggcg 
gaaatgggga 
ctcagccaat 
aggatggact 
tagctcagcg 
aattccagca 
gcttgagtat 
gnggaaatng 
ctgggtgcna 



<210> 25 

<211> 887 

<212> DNA 

<213> Homo sapiens 



<400> 25 

tcgaccgccc 

tggaggcctg 

ctagcgctca 

cccaccatgg 

gcccccagca 

gacctcgtca 

cagcgttatg 

gctgacatcc 

atggactctt 

ctcagcgccg 

cctgtttatc 

tcctccaagg 

cagggctgtg 

aagctgaagc 

aataaagagt 



cttggcttct 
tggtttccgc 
ggccctgccg 
ccccctttga 
gggcctgcac 
tcagggccaa 
agatcaagat 
ggttcgtcta 
gcacatcact 
gggcttcacc 
catcccctgc 
ctctgaaaag 
cacctggcag 
ctgcacagtg 
taccacccca 



gcactgatgg 
acccgctgcc 
ccatcgccgc 
gcccctggct 
ctgtgtccca 
gttcgtgggg 
gaccaagatg 
cacccccgcc 
acctgcagtt 
aagacctaca 
aaactgcaga 
ggcttccagt 
tccctgcggt 
tccaccctgt 
acccaataaa 



tgggtggatg 
acccccgccc 
agatccagcg 
tctggcatcc 
ccccacccac 
acaccagaag 
tataaagggt 
atggagagtg 
tcgtggctcc 
ctgttggctg 
gtggcactca 
cccgtcacct 
cccagatagc 
tcccactccc 
actgatgtta 



agtaatgcat 
ctagcgtgga 
cccagagaga 
tgttgttgct 
agacggcctt 
tcaaccagac 
tccaagcctt 
tctgcggata 
ctggaacagc 
tgaggaatgc 
ttgcttgtgg 
tgcctgcctg 
ctgaatcctg 
atctttcttc 
ctagcca 



ccaggaagcc 60 
catttatcct 120 
caccagagaa 180 
gtggctgata 240 
ctgcaattcc 300 
caccttatac 360 
aggggatgcc 420 
cttccacagg 480 
ctgagcttag 540 
acagtgtttc 600 
acggaccagc 660 
cctcgggagc 720 
cccggagtgg 780 
cggacaatga 840 
887 



<210> 26 

<211> 814 

<212> DNA 

<213> Homo sapiens 

<400> 26 



17 



tcgaccgccc 
tggaggcctg 
ctagcgctca 
tgcaattccg 
accttatacc 
ggggatgccg 
ttccacaggt 
ctcttgcaca 
cgccggggct 
ttatccatcc 
caaggctctg 
ctgtgcacct 
gaagcctgca 
agagttacca 



cttggcttct 
tggtttccgc 
ggccctgccg 
acctcgtcat 
agcgttatga 
ctgacatccg 
cccacaaccg 
tcactacctg 
tcaccaagac 
cctgcaaact 
aaaagggctt 
ggcagtccct 
cagtgtccac 
cccagcagaa 



gcactgatgg 
acccgctgcc 
ccatcgccgc 
cagggccaag 
gatcaagatg 
gttcgtctac 
cagcgaggag 
cagtttcgtg 
ctacactgtt 
gcagagtggc 
ccagtcccgt 
gcggtcccag 
cctgttccca 
aaaacaaaca 



tgggtggatg 
acccccgccc 
agatccagcg 
ttcgtgggga 
accaagatgt 
acccccgcca 
tttctcattg 
gctccctgga 
ggctgtgagg 
actcattgct 
caccttgcct 
atagcctgaa 
ctcccatctt 
agtc 



agtaatgcat 
ctagcgtgga 
cccagagaga 
caccagaagt 
ataaagggtt 
tggagagtgt 
ctggaaaact 
acagcctgag 
aatgcacagt 
tgtggacgga 
gcctgcctcg 
tcctgcccgg 
tcttccggac 



ccaggaagcc 60 
catttatcct 120 
caccagattc 180 
caaccagacc 240 
ccaagcctta 300 
ctgcggatac 360 
gcaggatgga 420 
cttagctcag 480 
gtttccctgt 540 
ccagctcctc 600 
ggagccaggg 660 
agtggaagct 720 
aatgaaataa 780 
814 



<210> 27 
<211> 481 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . (481) 

<223> any Xaa is any amino acid, unknown, or other 



<400> 27 



Met 


Arq 


Glu 


Asn 


Met 


Ala 


Arq 


Gly 


Pro 


Cys 


Asn 


Ala 


Pro 


Arg 


Trp 


Val 


1 








5 










10 










15 




Ser 


Leu 


Met 


Val 


Leu 


Val 


Ala 


He 


Gly 


Thr 


Ala 


Val 


Thr 


Ala 


Ala 


Val 








20 










25 










30 






Asn 


Pro 


Gly 


Val 


Val 


Val 


Arg 


He 


Ser 


Gin 


Lys 


Gly 


Leu 


Asp 


Tyr 


Ala 






35 










40 










45 








Ser 


Gin 


Gin 


Gly 


Thr 


Ala 


Ala 


Leu 


Gin 


Lys 


Glu 


Leu 


Lys 


Arg 


He 


Lys 




50 










55 










60 










He 


Pro 


Asp 


Tyr 


Ser 


Asp 


Ser 


Phe 


Lys 


He 


Lys 


His 


Leu 


Gly 


Lys 


Gly 


65 










70 










75 










80 


His 


Tyr 


Ser 


Phe 


Tyr 


Ser 


Met 


Asp 


He 


Arg 


Glu 


Phe 


Gin 


Leu 


Pro 


Ser 










85 










90 










95 




Ser 


Gin 


He 


Ser 


Met 


Val 


Pro 


Asn 


Val 


Gly 


Leu 


Lys 


Phe 


Ser 


He 


Ser 








100 










105 










110 






Asn 


Ala 


Asn 


He 


Lys 


He 


Ser 


Gly 


Lys 


Trp 


Lys 


Ala 


Gin 


Lys 


Arg 


Phe 






115 










120 










125 








Leu 


Lys 


Met 


Ser 


Gly 


Asn 


Phe 


Asp 


Leu 


Ser 


He 


Glu 


Gly 


Met 


Ser 


He 




130 










135 










140 










Ser 


Ala 


Asp 


Leu 


Lys 


Leu 


Gly 


Ser 


Asn 


Pro 


Thr 


Ser 


Gly 


Lys 


Pro 


Thr 


145 










150 










155 










160 


He 


Thr 


Cys 


Ser 


Ser 


Cys 


Ser 


Ser 


His 


He 


Asn 


Ser 


Val 


His 


Val 


His 










165 










170 










175 




He 


Ser 


Lys 


Ser 


Lys 


Val 


Gly 


Trp 


Leu 


He 


Gin 


Leu 


Phe 


His 


Lys 


Lys 








180 










185 










190 






He 


Glu 


Ser 


Ala 


Leu 


Arg 


Asn 


Lys 


Met 


Asn 


Ser 


Gin 


Val 


Cys 


Glu 


Lys 






195 










200 










205 








Val 


Thr 


Asn 


Ser 


Val 


Ser 


Ser 


Lys 


Leu 


Gin 


Pro 


Tyr 


Phe 


Gin 


Thr 


Leu 




210 










215 










220 










Pro 


Val 


Met 


Thr 


Lys 


He 


Asp 


Ser 


Val 


Ala 


Gly 


He 


Asn 


Tyr 


Gly 


Leu 


225 










230 










235 










240 


Val 


Ala 


Pro 


Pro 


Ala 


Thr 


Thr 


Ala 


Glu 


Thr 


Leu 


Asp 


Val 


Gin 


Met 


Lys 










245 










250 










255 




Gly 


Glu 


Phe 


Tyr 


Ser 


Glu 


Asn 


His 


His 


Asn 


Pro 


Pro 


Pro 


Phe 


Ala 


Pro 



18 



Pro Val 

Leu Ser 
290 
Gly Val 
305 

Lys Phe 

Ala Lys 

Thr Pro 

Ala Val 
370 
Ser Leu 
385 

Glu Glu 

His Val 

Leu Arg 

His Ser 
450 
Tyr Ser 
465 
Ala 



Met 
275 
Asp 

Leu 

Arg 

Lys 

Pro 
355 
Asp 

Phe 

Pro 

Asn 

Leu 
435 
Pro 

Phe 



260 

Glu Phe 

Tyr Phe 

Lys Met 

Leu Thr 
325 
Phe Pro 
340 

His Leu 

Val Gin 

Leu lie 

Gin Thr 
405 
Pro Val 
420 

Glu Ser 
Ser His 
Ser Gin 



Pro 

Phe 

Thr 
310 
Thr 

Asn 

Ser 

Ala 

Gly 
390 
Val 

Trp 

Leu 

Ser 

Phe 
470 



Ala 

Asn 
295 
Leu 

Lys 

Met 

Val 

Phe 
375 
Met 

Pro 

He 

Tyr 

Leu 
455 
Leu 



Ala 
280 
Thr 

Arg 

Phe 

Lys 

Gin 
360 
Ala 

Gly 

Thr 

Gin 

Ser 
440 
Val 



265 
His 

Ala 

Asp 

Phe 

He 
345 
Pro 

Val 

Lys 

Ala 

Thr 
425 
Met 

Arg 



He His 



Asp Arg 

Gly Leu 

Asp Met 
315 
Gly Thr 
330 

Gin He 

Thr Gly 

Leu Pro 

Gin Phe 
395 
Leu Ser 
410 

Trp Thr 

Val Pro 

Leu Phe 

Ser Xaa 
475 



Met 

Val 
300 
He 

Phe 

His 

Leu 

Asn 
380 
Leu 

Leu 

Val 

Thr 

Thr 
4 60 
He 



Val 
285 
Tyr 

Pro 

Leu 

Val 

Thr 
365 
Ser 

Gly 

Glu 

Ser 

Pro 
445 
Tyr 

His 



270 
Tyr 

Gin 

Lys 

Pro 

Ser 
350 
Phe 

Ser 

Trp 

Ser 

Leu 
430 
Gly 

Ser 

Ser 



Leu Gly 

Glu Ala 

Glu Ser 
320 
Glu Val 
335 

Ala Ser 

Tyr Pro 

Leu Ala 

Thr Asp 
400 
Gly Asp 
415 

Arg Ser 

Gly He 

Phe Asn 

Met Leu 
480 



<210> 28 
<211> 628 
<212> PRT 

<213> Homo sapiens 



<400> 28 



Met 


Gly 


Arg 


Leu 


Gin 


Leu 


Val 


Val 


Leu 


Gly 


Leu 


Thr 


Cys 


Cys 


Trp 


Ala 


1 








5 










10 










15 




Val 


Ala 


Ser 


Ala 


Ala 


Lys 


Leu 


Gly 


Ala 


Val 


Tyr 


Thr 


Glu 


Gly 


Gly 


Phe 








20 










25 










30 






Val 


Glu 


Gly 


Val 


Asn 


Lys 


Lys 


Leu 


Gly 


Leu 


Leu 


Gly 


Asp 


Ser 


Val 


Asp 






35 










40 










45 








He 


Phe 


Lys 


Gly 


He 


Pro 


Phe 


Ala 


Ala 


Pro 


Thr 


Lys 


Ala 


Leu 


Glu 


Asn 




50 










55 










60 










Pro 


Gin 


Pro 


His 


Pro 


Gly 


Trp 


Gin 


Gly 


Thr 


Leu 


Lys 


Ala 


Lys 


Asn 


Phe 


65 










70 










75 










80 


Lys 


Lys 


Arg 


Cys 


Leu 


Gin 


Ala 


Thr 


He 


Thr 


Gin 


Asp 


Ser 


Thr 


Tyr 


Gly 










85 










90 










95 




Asp 


Glu 


Asp 


Cys 


Leu 


Tyr 


Leu 


Asn 


He 


Trp 


Val 


Pro 


Gin 


Gly 


Arg 


Lys 








100 










105 










110 






Gin 


Val 


Ser 


Arg 


Asp 


Leu 


Pro 


Val 


Met 


He 


Trp 


lie 


Tyr 


Gly 


Gly Ala 






115 










120 










125 








Phe 


Leu 


Met 


Gly 


Ser 


Gly 


His 


Gly 


Ala 


Asn 


Phe 


Leu 


Asn 


Asn 


Tyr 


Leu 




130 










135 










140 










Tyr 


Asp 


Gly 


Glu 


Glu 


He 


Ala 


Thr 


Arg 


Gly 


Asn 


Val 


He 


Val 


Val 


Thr 


145 










150 










155 










160 


Phe 


Asn 


Tyr 


Arg 


Val 


Gly 


Pro 


Leu 


Gly 


Phe 


Leu 


Ser 


Thr 


Gly 


Asp 


Ala 










165 










170 










175 




Asn 


Leu 


Pro 


Gly 


Asn 


Tyr 


Gly 


Leu 


Arg 


Asp 


Gin 


His 


Met 


Ala 


He 


Ala 



19 









180 










185 










190 






Trp 


Val 


Lvs 


Arg 


Asn 


He 


Ala 


Ala 


Phe 


Gly 


Gly Asp 


Pro 


Asn 


Asn 


He 






195 










200 










205 








Thr 


Leu 


Phe 


Gly 


Glu 


Ser 


Ala 


Gly 


Gly Ala 


Ser 


Val 


Ser 


Leu 


Gin 


Thr 




210 










215 










220 










Leu 


Ser 


Pro 


Tyr 


Asn 


Lys 


Gly 


Leu 


He 


Arg 


Arg 


Ala 


He 


Ser 


Gin 


Ser 


225 










230 










235 










240 


Gly 


Val 


Ala 


Leu 


Ser 


Pro 


Trp 


Val 


He 


Gin 


Lys 


Asn 


Pro 


Leu 


Phe 


Trp 










245 










250 










255 




Ala 


Lys 


Lys 


Val 


Ala 


Glu 


Lys 


Val 


Gly 


Cys 


Pro 


Val 


Gly Asp 


Ala 


Ala 








260 










265 










270 






Arg 


Met 


Ala 


Gin 


Cys 


Leu 


Lys 


Val 


Thr 


Asp 


Pro 


Arg 


Ala 


Leu 


Thr 


Leu 






275 










280 










285 








Ala 


Tyr 


Lys 


Val 


Pro 


Leu 


Ala 


Gly 


Leu 


Glu 


Tyr 


Pro 


Met 


Leu 


His 


Tyr 




290 










295 










300 










Val 


Gly 


Phe 


Val 


Pro 


Val 


He 


Asp 


Gly Asp 


Phe 


He 


Pro 


Ala 


Asp 


Pro 


305 










310 










315 










320 


He 


Asn 


Leu 


Tyr 


Ala 


Asn 


Ala 


Ala 


Asp 


He 


Asp 


Tyr 


He 


Ala 


Gly 


Thr 










325 










330 










335 




Asn 


Asn 


Met 


Asp 


Gly 


His 


He 


Phe 


Ala 


Ser 


He 


Asp 


Met 


Pro 


Ala 


He 








340 










345 










350 






Asn 


Lvs 


Gly Asn 


Lvs 


Lvs 


Val 


Thr 


Glu 


Glu 


Asp 


Phe 


Tvr 


Lvs 


Leu 


Val 






355 










360 










365 








Ser 


Glu 


Phe 


Thr 


He 


Thr 


Lvs 


Gly 


Leu 


Arg 


Gly Ala 


Lvs 


Thr 


Thr 


Phe 




370 










375 










380 










Asp 


Val 


Tvr 


Thr 


Glu 


Ser 


Trp 


Ala 


Gin 


Asp 


Pro 


Ser 


Gin 


Glu 


Asn 


Lys 


385 










390 










395 










400 


Lvs 


Lvs 


Thr 


Val 


Val 


Asp 


Phe 


Glu 


Thr 


Asp 


Val 


Leu 


Phe 


Leu 


Val 


Pro 










405 










410 










415 




Thr 


Glu 


He 


Ala 


Leu 


Ala 


Gin 


His 


Arg 


Ala 


Asn 


Ala 


Lys 


Ser 


Ala 


Lys 








420 










425 










430 






Thr 


Tyr 


Ala 


Tyr 


Leu 


Phe 


Ser 


His 


Pro 


Ser 


Arg 


Met 


Pro 


Val 


Tyr 


Pro 






435 










440 










445 








Lys 


Trp 


Val 


Gly Ala 


Asp 


His 


Ala 


Asp 


Asp 


He 


Gin 


Tyr 


Val 


Phe 


Gly 




450 










455 










460 










Lys 


Pro 


Phe 


Ala 


Thr 


Pro 


Thr 


Gly 


Tyr Arg 


Pro 


Gin 


Asp 


Arg 


Thr 


Val 


465 










470 










475 










480 


Ser 


Lys 


Ala 


Met 


He 


Ala 


Tyr 


Trp 


Thr 


Asn 


Phe 


Ala 


Lys 


Thr 


Gly 


Asp 










485 










490 










495 




Pro 


Asn 


Met 


Gly Asp 


Ser 


Ala 


Val 


Pro 


Thr 


His 


Trp 


Glu 


Pro 


Tyr 


Thr 








500 










505 










510 






Thr 


Glu 


Asn 


Ser 


Gly 


Tvr 


Leu 


Glu 


He 


Thr 


Lys 


Lys 


Met 


Gly 


Ser 


Ser 






515 










520 










525 








Ser 


Met 


Lys 


Arg 


Ser 


Leu 


Arg 


Thr 


Asn 


Phe 


Leu 


Arg 


Tyr 


Trp 


Thr 


Leu 




530 










535 










540 










Thr 


Tyr 


Leu 


Ala 


Leu 


Pro 


Thr 


Val 


Thr 


Asp 


Gin 


Glu 


Ala 


Thr 


Pro 


Val 


545 










550 










555 










560 


Pro 


Pro 


Thr 


Gly Asp 


Ser 


Glu 


Ala 


Thr 


Pro 


Val 


Pro 


Pro 


Thr 


Gly 


Asp 










565 










570 










575 




Ser 


Glu 


Thr 


Ala 


Pro 


Val 


Pro 


Pro 


Thr 


Gly Asp 


Ser 


Gly 


Ala 


Pro 


Pro 








580 










585 










590 






Val 


Pro 


Pro 


Thr 


Gly 


Asp 


Ser 


Gly 


Ala 


Pro 


Pro 


Val 


Pro 


Pro 


Thr 


Gly 






595 










600 










605 








Asp 


Ser 


Gly Ala 


Pro 


Pro 


Val 


Pro 


Pro 


Thr 


Gly Asp 


Ser 


Glu 


Ala 


Arg 




610 










615 










620 










Ala 


His 


Leu Gly 



























625 



<210> 29 



20 



<211> 641 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . (641) 

<223> any Xaa is any amino acid, unknown, or other 



<400> 29 



Leu 


Leu 


Leu 


Leu 


1 








He 


Pro 


Pro 


Trp 








20 


His 


Thr 


Val 


Val 






35 




Gin 


Tyr 


His 


Arg 




50 






Gly 


Pro 


Gin 


Pro 


65 








Arg 


Trp 


Gly 


Tyr 


Lys 


His 


Ser 


Pro 








100 


Gly 


Pro 


His 


Cys 






115 




Lys 


Glu 


Lys 


Cys 




130 






Glu 


He 


Trp 


Tyr 


145 








Lys 


Gly 


Pro 


Asp 


Thr 


Asn 


Pro 


Cys 








180 


Arg 


Leu 


Cys 


His 






195 




Asp 


Thr 


Lys 


Ala 




210 






Leu 


Ala 


Arg 


Thr 


225 








Glu 


Ala 


Thr 


Tyr 


Leu 


Gly 


Gly 


His 








260 


Trp 


Cys 


Phe 


Val 






275 




Leu 


Ala 


Gin 


Cys 




290 






Ser 


Pro 


Arg 


Leu 


305 








Lys 


Pro 


Gin 


Pro 


Ala 


Leu 


Pro 


Ala 








340 


Pro 


Leu 


Ser 


Cys 






355 




Arg 


Val 


Val 


Gly 




370 






Ala 


Ala 


Leu 


Tyr 



385 



Gly 


Phe 


Leu 


Leu 


5 








Glu 


Ala 


Pro 


Lys 


Leu 


Thr 


Val 


Thr 








40 


Gin 


Leu 


Tyr 


His 






55 




Trp 


Cys 


Ala 


Thr 




70 






Cys 


Leu 


Glu 


Pro 


85 








Cys 


Gin 


Lys 


Gly 


Leu 


Cys 


Pro 


Gin 








120 


Phe 


Glu 


Pro 


Gin 






135 




Arg 


Thr 


Glu 


Gin 




150 






Ala 


His 


Cys 


Gin 


165 








Leu 


His 


Gly 


Gly 


Cys 


Pro 


Val 


Gly 








200 


Ser 


Cys 


Tyr 


Asp 






215 




Thr 


Leu 


Ser 


Gly 




230 






Arg 


Asn 


Val 


Thr 


245 








Ala 


Phe 


Cys 


Arg 


Leu 


Asn 


Arg 


Asp 








280 


Gin 


Thr 


Pro 


Thr 






295 




His 


Val 


Pro 


Leu 




310 






Thr 


Thr 


Arg 


Thr 


325 








Lys 


Arg 


Glu 


Gin 


Gly 


Gin 


Arg 


Leu 








360 


Gly 


Leu 


Val 


Ala 






375 




Trp 


Gly 


His 


Ser 



390 



Val Ser Leu Glu 
10 

Glu His Lys Tyr 
25 

Gly Glu Pro Cys 

Lys Cys Thr His 
60 

Thr Pro Asn Phe 
75 

Lys Lys Val Lys 
90 

Gly Thr Cys Val 
105 

His Leu Thr Gly 

Leu Leu Arg Phe 
140 

Ala Ala Val Ala 
155 

Arg Leu Ala Ser 
170 

Arg Cys Leu Glu 
185 

Tyr Thr Gly Pro 

Gly Arg Gly Leu 
220 

Ala Pro Cys Gin 
235 

Ala Glu Gin Ala 
250 

Asn Pro Asp Asn 
265 

Arg Leu Ser Trp 

Gin Ala Ala Pro 
300 

Met Pro Ala Gin 
315 

Pro Pro Gin Ser 
330 

Pro Pro Ser Leu 
345 

Arg Lys Ser Leu 

Leu Arg Gly Ala 
380 

Phe Cys Ala Gly 
395 



Ser Thr Leu Ser 
15 

Lys Ala Glu Glu 
30 

His Phe Pro Phe 
45 

Lys Gly Arg Pro 

Asp Gin Asp Gin 
80 

Asp His Cys Ser 
95 

Asn Met Pro Ser 
110 

Asn His Cys Gin 
125 

Phe His Lys Asn 

Arg Cys Gin Cys 
160 

Gin Ala Cys Arg 
175 

Val Glu Gly His 
190 

Phe Cys Asp Val 
205 

Ser Tyr Arg Gly 

Pro Trp Ala Ser 
240 

Arg Asn Trp Gly 
255 

Asp He Arg Pro 
270 

Glu Tyr Cys Asp 
285 

Pro Thr Pro Val 

Pro Ala Pro Pro 
320 

Gin Thr Pro Gly 
335 

Thr Arg Asn Gly 
350 

Ser Ser Met Thr 
365 

His Pro Tyr He 

Ser Leu He Ala 
400 



21 



Pro 


Cys 


Trp 


Val 


Leu 


Thr 


Ala 


Ala 










405 








Pro 


Glu 


Asp 


Leu 


Thr 


Val 


Val 


Leu 








420 










Cys 


Glu 


Pro 


Cys 


Gin 


Thr 


Leu 


Ala 






435 










440 


Ala 


Phe 


Ser 


Pro 


Val 


Ser 


Tyr 


Gin 




450 










455 




Gin 


Glu 


Asp 


Ala 


Asp 


Gly 


Ser 


Cys 


4 65 










470 






Pro 


Val 


Cys 


Leu 


Pro 


Ser 


Gly 


Ala 










485 








Cys 


Gin 


Val 


Ala 


Gly 


Trp 


Gly 


His 








500 










Ala 


Ser 


Phe 


Leu 


Gin 


Glu 


Ala 


Gin 






515 










520 


Cys 


Ser 


Ala 


Pro 


Asp 


Val 


His 


Gly 




530 










535 




Cys 


Ala 


Gly 


Phe 


Leu 


Glu 


Gly 


Gly 


545 










550 






Leu 


Ala 


Gly 


Trp Arg 


Pro 


Ser 


Pro 










565 








His 


Ser 


Ala 


Asp 


Cys 


Val 


Phe 


Pro 








580 










Leu 


Val 


Cys 


Glu 


Asp 


Gin 


Ala 


Ala 






595 










600 


He 


He 


Ser 


Trp Gly 


Ser 


Gly 


Cys 




610 










615 




Tyr 


Thr 


Asp 


Val 


Ala 


Tyr 


Tyr 


Leu 


625 










630 






Ser 
















<210> 30 












<211> 164 












<212> PRT 












<213> Homo : 


sapiens 








<400> 30 












Met 


Ala 


Pro 


Phe 


Glu 


Pro 


Leu 


Ala 


1 








5 








Leu 


He 


Ala 


Pro 


Ser 


Arg 


Ala 


Cys 








20 










Thr 


Ala 


Phe 


Cys 


Asn 


Ser 


Asp 


Leu 






35 










40 


Thr 


Pro 


Glu 


Val 


Asn 


Gin 


Thr 


Thr 




50 










55 




Met 


Thr 


Lys 


Met 


Tyr 


Lys 


Gly 


Phe 


65 










70 






He 


Arg 


Phe 


Val 


Tyr 


Thr 


Pro 


Ala 










85 








His 


Arg 


Ser 


His 


Asn 


Arg 


Ser 


Glu 








100 










Gin 


Asp 


Gly 


Leu 


Leu 


His 


He 


Thr 






115 










120 


Asn 


Ser 


Leu 


Ser 


Leu 


Ala 


Gin 


Arg 




130 










135 




Val 


Gly 


Cys 


Glu 


Glu 


Cys 


Thr 


Val 


145 










150 







His 


Cys 


Leu 


Gin 


Asp 


Arg 


Pro 


Ala 




410 










415 




Gly 


Gin 


Glu 


Arg 


Arg 


Asn 


His 


Ser 


425 










430 






Val 


Arg 


Ser 


Tyr 


Arg 


Leu 


His 


Glu 










445 








His 


Asp 


Leu 


Ala 


Leu 


Leu 


Arg 


Leu 








460 










Ala 


Leu 


Leu 


Ser 


Pro 


Tyr 


Val 


Gin 






475 










480 


Ala 


Arg 


Pro 


Ser 


Glu 


Thr 


Thr 


Leu 




£90 










495 




Gin 


Phe 


Glu 


Gly 


Ala 


Glu 


Glu 


Tyr 


505 










510 






Val 


Pro 


Phe 


Leu 


Ser 


Leu 


Glu 


Arg 










525 








Ser 


Ser 


He 


Leu 


Pro 


Gly 


Met 


Leu 








540 










Thr 


Asp 


Ala 


Cys 


Ala 


Gly 


Glu 


Leu 






555 










560 


Arg 


Pro 


Ser 


Ala 


Xaa 


Ser 


Gin 


Val 




570 










575 




Thr 


Gin 


Gly 


•Asp 


Ser 


Gly 


Gly 


Pro 


585 










590 






Glu 


Arg 


Arg 


Leu 


Thr 


Leu 


Gin 


Gly 










605 








Gly 


Asp 


Arg 


Asn 


Lys 


Pro 


Gly 


Val 








620 










Ala 


Trp 


He 


Arg 


Glu 


His 


Thr 


Val 






635 










640 


Ser 


Gly 


He 


Leu 


Leu 


Leu 


Leu 


Trp 




10 










15 




Thr 


Cys 


Val 


Pro 


Pro 


His 


Pro 


Gin 


25 










30 






Val 


He 


Arg 


Ala 


Lys 


Phe 


Val 


Gly 










45 








Leu 


Tyr 


Gin 


Arg 


Tyr 


Glu 


He 


Lys 








60 










Gin 


Ala 


Leu 


Gly 


Asp 


Ala 


Ala 


Asp 






75 










80 


Met 


Glu 


Ser 


Val 


Cys 


Gly 


Tyr 


Phe 




90 










95 




Glu 


Phe 


Leu 


He 


Ala 


Gly 


Lys 


Leu 


105 










110 






Thr 


Cys 


Ser 


Phe 


Val 


Ala 


Pro 


Trp 










125 








Arg 


Gly 


Phe 


Thr 


Lys 


Thr 


Tyr 


Thr 








140 










Phe 


Pro 


Cys 


Ser 


His 


Ser 


His 


Leu 






155 










160 



22 



Ser Ser Gly Gin 



<210> 31 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 31 



Met 


Ala 


Pro 


Phe 


Glu 


Pro 


Leu 


Ala 


Ser 


Gly 


He 


Leu 


Leu 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Leu 


He 


Ala 


Pro 


Ser 


Arg 


Ala 


Cys 


Thr 


Cys 


Val 


Pro 


Pro 


His 


Pro 


Gin 








20 










25 










30 






Thr 


Ala 


Phe 


Cys 


Asn 


Ser 


Asp 


Leu 


Val 


He 


Arg 


Ala 


Lys 


Phe 


Val 


Gly 






35 










40 










45 








Thr 


Pro 


Glu 


Val 


Asn 


Gin 


Thr 


Thr 


Leu 


Tyr 


Gin 


Arg 


Tyr 


Glu 


He 


Lys 




50 










55 










60 










Met 


Thr 


Lys 


Met 


Tyr 


Lys 


Gly 


Phe 


Gin 


Ala 


Leu 


Gly Asp 


Ala 


Ala 


Asp 


65 










70 










75 










80 


He 


Arg 


Phe 


Val 


Tyr 


Thr 


Pro 


Ala 


Met 


Glu 


Ser 


Val 


Cys 


Gly 


Tyr 


Phe 










85 










90 










95 




His 


Arg 


Ser 


His 


Asn 


Arg 


Ser 


Glu 


Glu 


Phe 


Leu 


He 


Ala 


Gly 


Lys 


Leu 








100 










105 










110 






Gin 


Val 


Val 


Met 


Cys 


Lys 


Ser 


Pro 


Ser 


Val 


Val 













115 120 



<210> 32 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Ala Pro Phe Glu Pro Leu Ala Ser Gly He Leu Leu Leu Leu Trp 

15 10 15 

Leu He Ala Pro Ser Arg Ala Cys Thr Cys Val Pro Pro His Pro Gin 

20 25 30 

Thr Ala Phe Cys Asn Ser Asp Leu Val He Arg Ala Lys Phe Val Gly 

35 40 45 

Thr Pro Glu Val Asn Gin Thr Thr Leu Tyr Gin Arg Tyr Glu He Lys 

50 55 60 

Met Thr Lys Met Tyr Lys Gly Phe Gin Ala Leu Gly Asp Ala Ala Asp 
65 70 75 80 

He Arg Phe Val Tyr Thr Pro Ala Met Glu Ser Val Cys Gly Tyr Phe 

85 90 95 

His Arg Ser His Asn Arg Ser Glu Glu Phe Leu He Leu Leu Gly Lys 

100 105 110 

Leu Gin Asp Gly He Phe Ala His Ser Leu Thr Cys Ser Phe Cys Trp 

115 120 125 

Val Pro Trp Glu Asn Ser Leu Ser Leu Ala Gin Arg Arg Gly Phe Thr 

130 135 140 

Lys Thr Tyr Thr Val Gly Cys Glu Glu Cys Thr Val Phe Pro Cys Leu 
145 150 155 160 

Ser He Pro Cys Lys Leu Gin Ser Gly Thr His Cys Leu Trp Thr Asp 

165 170 175 

Gin Leu Leu Gin Gly Ser Glu Lys Gly Phe Gin Ser Arg His Leu Ala 

180 185 190 

Cys Leu Pro Arg Glu Pro Gly Leu Cys Thr Trp Gin Ser Leu Arg Ser 
195 200 205 



23 



Gin He Ala 
210 



<210> 33 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 33 



Met 


Ala 


Pro 


Phe 


Glu 


Pro 


Leu 


Ala 


Ser 


Gly 


He 


Leu 


Leu 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Leu 


He 


Ala 


Pro 


Ser 


Arg 


Ala 


Cys 


Thr 


Cys 


Val 


Pro 


Pro 


His 


Pro 


Gin 








20 










25 










30 






Thr 


Ala 


Phe 


Cys 


Asn 


Ser 


Asp 


Leu 


Val 


He 


Arg 


Ala 


Lvs 


Phe 


Val 


Gly 






J O 










4 n 










45 








Thr 


Pro 


Glu 


Val 


Asn 


Gin 


Thr 


Thr 


Leu 


Tyr 


Gin 


Arg 


Tyr 


Glu 


He 


Lys 




50 










55 










60 










Met 


Thr 


Lys 


Met 


Tyr 


Lys 


Gly 


Phe 


Gin 


Ala 


Leu 


Gly 


Asp 


Ala 


Ala 


Asp 


65 










70 










75 










80 


He 


Arg 


Phe 


Val 


Tyr 


Thr 


Pro 


Ala 


Met 


Glu 


Ser 


Val 


Cys 


Gly 


Tyr 


Phe 










85 










90 










95 




His 


Arg 


Ser 


His 


Asn 


Arg 


Ser 


Glu 


Glu 


Phe 


Leu 


He 


Leu 


Ser 


He 


Pro 








100 










105 










110 






Cys 


Lys 


Leu 


Gin 


Ser 


Gly 


Thr 


His 


Cys 


Leu 


Trp 


Thr 


Asp 


Gin 


Leu 


Leu 






115 










120 










125 








Gin 


Gly 


Ser 


Glu 


Lys 


Gly 


Phe 


Gin 


Ser 


Arg 


His 


Leu 


Ala 


Cys 


Leu 


Pro 




130 










135 










140 










Arg 


Glu 


Pro 


Gly 


Leu 


Cys 


Thr 


Trp 


Gin 


Ser 


Leu 


Arg 


Ser 


Gin 


He 


Ala 


145 










150 










155 










160 



<210> 34 
<211> 197 
<212> PRT 

<213> Homo sapiens 



<400> 34 



Met 


Ala 


Pro 


Phe 


Glu 


Pro 


Leu 


Ala 


Ser 


Gly 


He 


Leu 


Leu 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Leu 


He 


Ala 


Pro 
20 


Ser 


Arg 


Ala 


Cys 


Thr 
25 


Cys 


Val 


Pro 


Pro 


His 
30 


Pro 


Gin 


Thr 


Ala 


Phe 
35 


Cys 


Asn 


Ser 


Asp 


Leu 
40 


Val 


He 


Arg 


Ala 


Lys 
45 


Phe 


Val 


Gly 


Thr 


Pro 
50 


Glu 


Val 


Asn 


Gin 


Thr 
55 


Thr 


Leu 


Tyr 


Gin 


Arg 
60 


Tyr 


Glu 


He 


Lys 


Met 


Thr 


Lys 


Met 


Tyr 


Lys 


Gly 


Phe 


Gin 


Ala 


Leu 


Gly 


Asp 


Ala 


Ala 


Asp 


65 










70 










75 










80 


lie 


Arg 


Phe 


Val 


Tyr 
85 


Thr 


Pro 


Ala 


Met 


Glu 
90 


Ser 


Val 


Cys 


Gly 


Tyr 
95 


Phe 


His 


Arg 


Ala 


Gly 
100 


Lys 


Leu 


Gin 


Asp 


Gly 
105 


Leu 


Leu 


His 


He 


Thr 
110 


Thr 


Cys 


Ser 


Phe 


Val 
115 


Ala 


Pro 


Trp 


Asn 


Ser 
120 


Leu 


Ser 


Leu 


Ala 


Gin 
125 


Arg 


Arg 


Gly 


Phe 


Thr 
130 


Lys 


Thr 


Tyr 


Thr 


Val 
135 


Gly 


Cys 


Glu 


Glu 


Cys 
140 


Thr 


Val 


Phe 


Pro 


Cys 


Leu 


Ser 


He 


Pro 


Cys 


Lys 


Leu 


Gin 


Ser 


Gly 


Thr 


His 


Cys 


Leu 


Trp 


145 










150 










155 










160 


Thr 


Asp 


Gin 


Leu 


Leu 
165 


Gin 


Gly 


Ser 


Glu 


Lys 
170 


Gly 


Phe 


Gin 


Ser 


Arg 
175 


His 



24 



Leu Ala Cys Leu Pro Arg Glu Pro 
180 

Arg Ser Gin lie Ala 
195 



<210> 35 
<211> 494 
<212> PRT 

<213> Homo sapiens 



<400> 35 



Met 


Arg 


Ala 


Leu 


Leu 


Ala 


Arg 


Leu 


1 








5 








Asp 


Ser 


Lys 


Gly 


Ser 


Asn 


Glu 


Leu 


















Cys 


Leu 


Asn 


Gly 


Gly 


Thr 


Cys 


Val 


















His 


Trn 


Cys 


Asn 


Cys 


Pro 

1 -L W 




Lys 


















Asp 


Lys 


Ser 


Ly s 


Thr 


Cys 




Glu 












70 






Lys 


Ala 


Ser 


Thr 


Asp 


Thr 


Met 


Gly 










R 5 

O *J 








Ala 


Thr 


Val 


Leu 


Gin 


Gin 


Thr 










1 no 

J. U V 










Gin 


Leu 


\J J- y 


lie Li 


oiy 


T . V<3 

-Lj_y o 


n jl o 


Asn 






1 1 R 










i \j 


Gly 


Pro 


Lys 


Ala 


Leu 


Pro 


Thr 


Val 




130 














Phe 


Ser 


Gin 


Arg 


Ala 


Gly 


His 


Ser 


145 










150 






Glu 


Ser 


Ser 


Leu 


Arg 


Glv 


Glv 


Glv 










165 








Asp 


lie 


Pro 


Tvr 


Leu 


Ser 


Val 


Leu 








180 










Arq 


Pro 


Trp 


Cys 


Tvr 


Val 


Gin 


Val 






195 










20*0 


Cys 


Met 


Val 


His 


Asp 


Cys 


Ala 


Asp 




210 










215 




Glu 


Glu 


Leu 


Lys 


Phe 


Gin 


Cys 


Glv 


225 










230 






Lvs 


He 


He 


Gly 


Gly 


Glu 


Phe 


Thr 










245 








Ala 


Ala 


He 


Tyr 


Arg 


Arg 


His 


Arg 








260 










Gly 


Gly 


Ser 


Leu 


He 


Ser 


Pro 


Cys 






275 










280 


Phe 


He 


Asp 


Tyr 


Pro 


Lys 


Lys 


Glu 




290 










295 




Ser 


Arg 


Leu 


Asn 


Ser 


Asn 


Thr 


Gin 


305 










310 






Asn 


Leu 


He 


Leu 


His 


Lys 


Asp 


Tyr 










325 








Asn 


Asp 


He 


Ala 


Leu 


Leu 


Lys 


He 








340 










Gin 


Pro 


Ser 


Arg 


Thr 


He 


Gin 


Thr 






355 










360 


Asp 


Pro 


Gin 


Phe 


Gly 


Thr 


Ser 


Cys 




370 










375 





Gly 


Leu 


Cys 


Thr 


Trp 


Gin 


Ser 


Leu 


185 










190 






Leu 


Leu 


Cys 


Val 


Leu 


Val 


Val 


Ser 




10 










15 




His 


Gin 


Val 


Pro 


Ser 


Asn 


Cys 


Asp 


25 










30 






Ser 


Asn 


Lys 


Tyr 


Phe 


Ser 


Asn 


He 










45 








Phe 


Glv 


Gly 


Gin 


His 


Cys 


Glu 


He 








60 










Gly 


Asn 


Gly 


His 


Phe 


Tyr 


Arq 


Gly 






75 










80 


Arq 


Pro 


Cys 


Leu 


Pro 


Trp 


Asn 


Ser 




90 










95 




His 


Ala 


His 


Arg 


Ser 


Asp 


Ala 


Leu 


105 










110 






Tvr 


Cys 


Arg 


Glu 


Val 


Gly 


Ala 


Gin 










125 








Pro 


Arq 


Asn 


Leu 


Val 


Thr 


He 


Pro 








140 










Thr 


Arg 


Glu 


Val 


Gin 


Pro 


Leu 


Val 






155 










160 


Arg 


Glu 


Gly 


Pro 


Leu 


Glv 


Trp 


Asn 




170 










175 




Pro 


Gly 


Asn 


Pro 


Asp 


Asn 


Arg 


Arg 


185 










190 






Gly 


Leu 


Lvs 


Pro 


Leu 


Val 


Gin 


Glu 










205 








Glv 


Lys 


Lys 


Pro 


Ser 


Ser 


Pro 


Pro 








220 










Gin 


Lvs 


Thr 


Leu 


Arg 


Pro 


Arg 


Phe 






235 










240 


Thr 


He 


Glu 


Asn 


Gin 


Pro 


Trp 


Phe 




250 










255 




Gly 


Gly 


Ser 


Val 


Thr 


Tyr 


Val 


Cys 


265 










270 






Trp 


Val 


He 


Ser 


Ala 


Thr 


His 


Cys 










285 








Asp 


Tvr 


He 


Val 


Tvr 


Leu 


Gly Arg 








300 










Gly 


Glu 


Met 


Lys 


Phe 


Glu 


Val 


Glu 






315 










320 


Ser 


Ala 


Asp 


Thr 


Leu 


Ala 


His 


His 




330 










335 




Arg 


Ser 


Lys 


Glu 


Gly 


Arg 


Cys 


Ala 


345 










350 






He 


Cys 


Leu 


Pro 


Ser 


Met 


Tyr 


Asn 










365 








Glu 


He 


Thr 


Gly 


Phe 


Gly 


Lys 


Glu 








380 











25 



Asn Ser Thr Asp Tyr 
385 

Lys Leu lie Ser His 
405 

Glu Val Thr Thr Lys 
420 

Asp Ser Cys Gin Gly 
435 

Gly Arg Met Thr Leu 
450 

Leu Lys Asp Lys Pro 
465 

Trp lie Arg Ser His 
485 



Leu Tyr Pro Glu Gin 
390 

Arg Glu Cys Gin Gin 
410 

Met Leu Cys Ala Ala 
425 

Asp Ser Gly Gly Pro 
440 

Thr Gly He Val Ser 
455 

Gly Val Tyr Thr Arg 
470 

Thr Lys Glu Glu Asn 
490 



Leu Lys Met Thr Val Val 
395 400 
Pro His Tyr Tyr Gly Ser 
415 

Asp Pro Gin Trp Lys Thr 
430 

Leu Val Cys Ser Leu Gin 
445 

Trp Gly Arg Gly Cys Ala 
460 

Val Ser His Phe Leu Pro 
475 480 
Gly Leu Ala Leu 



<210> 36 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 36 
Met Gin Met Ser 
1 

Val Phe Gly Glu 
20 

His Leu Ala Ser 
35 

Ala Ser Lys Asp 
50 

Val Leu Ala Met 
65 

He Gin Ala Ala 

Ala Leu Arg His 
100 

Glu He Ser Thr 
115 

Val Gin Gly Phe 
130 

Lys Gin Val Asp 
145 

Asp Trp Val Lys 

Lys Gly Ala Val 
180 

Tyr Phe Asn Gly 
195 

Arg Arg Leu Phe 
210 

Met Ala Gin Thr 
225 

Gly His Tyr Tyr 

Ser Met Phe He 
260 

Met Glu Leu Arg 
275 



Pro Ala Leu Thr 
5 

Gly Ser Ala Val 

Asp Phe Gly Val 
40 

Arg Asn Val Val 
55 

Leu Gin Leu Thr 
70 

Met Gly Phe Lys 
85 

Leu Tyr Lys Glu 

Thr Asp Ala He 
120 

Met Pro His Phe 
135 

Phe Ser Glu Val 
150 

Thr His Thr Lys 
165 

Asp Gin Leu Thr 

Gin Trp Lys Thr 
200 

His Lys Ser Asp 
215 

Asn Lys Phe Asn 
230 

Asp lie Leu Glu 
245 

Ala Ala Asp Leu 

Gly Leu Gin Glu 
280 



Cys Leu Val Leu 
10 

His His Pro Pro 
25 

Arg Val Phe Gin 

Phe Ser Pro Tyr 
60 

Thr Gly Gly Glu 

75 

He Asp Asp Lys 
90 

Leu Met Gly Pro 
105 

Phe Val Gin Arg 

Phe Arg Leu Phe 
140 

Glu Arg Ala Arg 
155 

Gly Met He Ser 
170 

Arg Leu Val Leu 
185 

Pro Phe Pro Asp 

Gly Ser Thr Val 
220 

Tyr Thr Glu Phe 
235 

Leu Pro Tyr His 
250 

Val Pro Thr Glu 
265 

Leu Leu Cys Ala 



Gly Leu Ala Leu 
15 

Ser Tyr Val Ala 

' 30 

Gin Val Ala Gin 
45 

Gly Val Ala Ser 

Thr Gin Gin Gin 
80 

Gly Met Ala Pro 
95 

Trp Asn Lys Asp 
110 

Asp Leu Lys Leu 
125 

Arg Ser Thr Val 

Phe He He Asn 
160 

Asn Leu Leu Gly 
175 

Val Asn Ala Leu 
190 

Ser Ser Thr His 
205 

Ser Val Pro Met 

Thr Thr Pro Asp 
240 

Gly Asp Thr Leu 
255 

Ala Leu Cys Arg 
270 

Trp 
285 



26 



<210> 37 
<211> 399 
<212> PRT 

<213> Homo sapiens 



<400> 37 



Met 


Gin 


Met 


Ser 


Pro 


Ala 


Leu 


Thr 


Cys 


Leu 


Val 


Leu 


Gly 


Leu 


Ala 


Leu 


1 








5 










10 










15 




Val 


Phe 


Gly 


Glu 


Gly 


Ser 


Ala 


Val 


His 


His 


Pro 


Pro 


Ser 


Tyr 


Val 


Ala 








20 










25 










30 






His 


Leu 


Ala 


Ser 


Asp 


Phe 


Gly 


Val 


Arg 


Val 


Phe 


Gin 


Gin 


Val 


Ala 


Gin 






35 










40 










45 








Ala 


Ser 


Lys 


Asp 


Arg 


Asn 


Val 


Val 


Phe 


Ser 


Pro 


Tyr 


Gly 


Val 


Ala 


Ser 




50 










55 










60 










Val 


Leu 


Ala 


Met 


Leu 


Gin 


Leu 


Thr 


Thr 


Gly 


Gly 


Glu 


Thr 


Gin 


Gin 


Gin 


65 










70 










75 










80 


He 


Gin 


Ala 


Ala 


Met 


Gly 


Phe 


Lys 


He 


Asp 


Asp 


Lys 


Gly 


Met 


Ala 


Pro 










85 










90 










95 




Ala 


Leu 


Arq 


His 


Leu 


Tyr 


Lys 


Glu 


Leu 


Met 


Gly 


Pro 


Trp 


Asn 


Lys 


Asp 








100 










105 










110 






Glu 


He 


Ser 


Thr 


Thr 


Asp 


Ala 


He 


Phe 


Val 


Gin 


Arg 


Asp 


Leu 


Lys 


Leu 






115 










120 










125 








Val 


Gin 


Gly 


Phe 


Met 


Pro 


His 


Phe 


Phe 


Arq 


Leu 


Phe 


Arq 


Ser 


Thr 


Val 




130 










135 










140 










Lvs 


Gin 


Val 


Asp 


Phe 


Ser 


Glu 


Val 


Glu 


Arg 


Ala 


Arg 


Phe 


He 


lie 


Asn 


145 










150 










155 










160 


Asp 


Trp 


Val 


Lys 


Thr 


His 


Thr 


Lys 


Gly 


Met 


He 


Ser 


Asn 


Leu 


Leu 


Gly 










165 










170 










175 




Lvs 


Gly 


Ala 


Val 


Asp 


Gin 


Leu 


Thr 


Arg 


Leu 


Val 


Leu 


Val 


Asn 


Ala 


Leu 








180 










185 










190 






Tvr 


Phe 


Asn 


Gly Gin 


Trp 


Lvs 


Thr 


Pro 


Phe 


Pro 


Asp 


Ser 


Ser 


Thr 


His 






195 










200 










205 








Arg 


Arg 


Leu 


Phe 


His 


Lys 


Ser 


Asp 


Gly 


Ser 


Thr 


Val 


Ser 


Val 


Pro 


Met 




210 










215 










220 










Met 


Ala 


Gin 


Thr 


Asn 


Lys 


Phe 


Asn 


Tyr 


Thr 


Glu 


Phe 


Thr 


Thr 


Pro 


Asp 


225 










230 










235 










240 


Gly 


His 


Tyr 


Tyr 


Asp 


He 


Leu 


Glu 


Leu 


Pro 


Tyr 


His 


Gly 


Asp 


Thr 


Leu 










245 










250 










255 




Ser 


Met 


Phe 


He 


Ala 


Ala 


Pro 


Tyr 


Glu 


Lys 


Glu 


Val 


Pro 


Leu 


Ser 


Ala 








260 










265 










270 






Leu 


Thr 


Asn 


He 


Leu 


Ser 


Ala 


Gin 


Leu 


He 


Ser 


His 


Trp 


Lys 


Gly Asn 






275 










280 










285 








Met 


Thr 


Arg 


Leu 


Pro 


Arg 


Leu 


Leu 


Val 


Leu 


Pro 


Lys 


Phe 


Ser 


Leu 


Glu 




290 










295 










300 










Thr 


Glu 


Val 


Asp 


Leu 


Arg 


Lys 


Pro 


Leu 


Glu 


Asn 


Leu 


Gly 


Met 


Thr 


Asp 


305 










310 










315 










320 


Met 


Phe 


Arg 


Gin 


Phe 


Gin 


Ala 


Asp 


Phe 


Thr 


Ser 


Leu 


Ser 


Asp 


Gin 


Glu 










325 










330 










335 




Pro 


Leu 


His 


Val 


Ala 


Gin 


Ala 


Leu 


Gin 


Lys 


Val 


Lys 


He 


Glu 


Val 


Asn 








340 










345 










350 






Glu 


Ser 


Gly 


Thr 


Val 


Ala 


Ser 


Ser 


Ser 


Thr 


Ala 


Val 


He 


Val 


Ser 


Ala 






355 










360 










365 








Arg 


Met 


Ala 


Pro 


Glu 


Glu 


He 


He 


Met 


Asp 


Arg 


Pro 


Phe 


Leu 


Phe 


Val 




370 










375 










380 










Val 


Pro 


Pro 


Gin 


Lys 


Gin 


Cys 


Ala 


Trp 


Val 


He 


Leu 


Glu 


Cys 


Arg 





385 390 395 



<210> 38 
<211> 317 



27 



<212> PRT 

<213> Homo sapiens 



<400> 38 



Met 


Thr 


Ala 


Ala 


Ser 


Met 


Gly 


Pro 


1 








5 








Leu 


Ala 


Leu 


Cys 


Ser 


Arg 


Pro 


Ala 








20 










Cys 


Arg 


Cys 


Pro 


Asp 


Glu 


Pro 


Ala 






35 










40 


Leu 


Val 


Leu 


Asp 


Gly 


Cys 


Gly 


Cys 




50 










55 




Gly 


Glu 


Leu 


Cys 


Thr 


Glu 


Arg 


Asp 


65 










70 






Phe 


Cys 


Asp 


Phe 


Gly 


Ser 


Pro 


Ala 










85 








Ala 


Lys 


Asp Gly Ala 


Pro 


Cys 


He 








100 










Gly 


Glu 


C 0 v- 


Phe 


Gin 


Ser 


Ser 


Cys 






115 










120 


Gly Ala 


Val 


Gly Cys 


Met 


Pro 


Leu 




130 










135 




Ser 


Pro 


Asp 


Cys 


Pro 


Leu 


Pro 


Leu 


145 










150 






Thr 


Met 


He 


Arg Ala 


Asn 


Cys 


Leu 










165 








Cys 


Ser 


Lys 


Thr 


Cys 


Gly 


Met 


Gly 








180 










Asn 


Ala 


Ser 


Cys 


Arg 


Leu 


Glu 


Lvs 






195 










200 


Pro 


Cys 


Glu 


Ser Asp 


Leu 


Glu 


Glu 




210 










215 




He 


Arg 


Thr 


Pro 


Lys 


He 


Ser 


Lvs 


225 










230 






Cys 


Thr 


Ser 


Met 


Lys 


Thr 


Tyr 


Arg 










245 








Asp 


Gly 


Arg 


Cys 


Cys 


Thr 


Pro 


His 








260 










Phe 


Lys 


Cys 


Pro 


Asp 


Gly 


Glu 


Val 






275 










280 


Lys 


Thr 


Cys 


Ala 


Cys 


His 


Tyr 


Asn 




290 










295 




Glu 


Ser 


Leu 


Tyr 


Tyr 


Arg 


Lys 


Met 


305 










310 







Val 


Arg 


Val 


Ala 


Phe 


Val 


Val 


Leu 




10 










15 




Val 


Gly 


Gin 


Asn 


Cys 


Ser 


Gly 


Pro 


25 










30 






Pro 


Arg 


Cys 


Pro 


Ala 


Gly 


Val 


Ser 










45 








Cys 


Arg 


Val 


Cys 


Ala 


Lys 


Gin 


Leu 








60 










Pro 


Cys 


Asp 


Pro 


His 


Lys 


Gly 


Leu 






75 










80 


Asn 


Arg 


Lys 


He 


Gly 


Val 


Cys 


Thr 




90 










95 




Phe 


Gly 


Gly 


Thr 


Val 


Tvr 


Arg 


Ser 


105 










110 






Lvs 


Tyr 


Gin 


Cys 


Thr 


Cvs 


Leu 


Asp 










125 








Cys 


Ser 


Met 


Asp 


Val 


Arg 


Leu 


Pro 








140 










Glu 


Asp 


Thr 


Phe 


Gly 


Pro 


Asp 


Pro 






155 










160 


Val 


Gin 


Thr 


Thr 


Glu 


Trp 


Ser 


Ala 




170 










175 




He 


Ser 


Thr 


Arq 


Val 


Thr 


Asn 


Asp 


185 










190 






Gin 


Ser 


Arg 


Leu 


Cys 


Met 


Val 


Arg 










205 








Asn 


He 


Lvs 


Lvs 


Gly 


Lvs 


Lvs 


Cvs 








220 










Pro 


He 


Lys 


Phe 


Glu 


Leu 


Ser 


Gly 






235 










240 


Ala 


Lys 


Phe 


Cys 


Gly 


Val 


Cys 


Thr 




250 










255 




Arg 


Thr 


Thr 


Thr 


Leu 


Pro 


Val 


Glu 


265 










270 






Met 


Lys 


Lys 


Asn 


Met 


Met 


Phe 


He 










285 








Cys 


Pro 


Gly 


Asp 


Asn 


Asp 


He 


Phe 








300 










Tyr 


Gly 


Asp 


Met 


Ala 









315 



<210> 39 
<211> 342 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Asn Met Glu Asn Ser Leu Arg Cys Val Trp Val Pro Lys Leu Ala Phe 

15 10 15 

Val Leu Phe Gly Ala Ser Leu Leu Ser Ala His Leu Gin Val Thr Gly 

20 25 30 

Phe Gin He Lys Ala Phe Thr Ala Leu Arg Phe Leu Ser Glu Pro Ser 

35 40 45 

Asp Ala Val Thr Met Arg Gly Gly Asn Val Leu Leu Asp Cys Ser Ala 
50 55 60 



28 



Glu Ser Asp Arg Gly Val Pro Val lie Lys Trp Lys Lys Asp Ala lie 
65 70 75 80 

His Leu Ala Leu Gly Met Asp Glu Arg Lys Gin Gin Leu Ser Asn Gly 

85 90 95 

Ser Leu Leu lie Gin Asn lie Leu His Ser Arg His His Lys Pro Asp 

100 105 110 

Glu Gly Leu Tyr Gin Cys Glu Ala Ser Leu Gly Asp Ser Gly Ser lie 

115 120 125 

lie Ser Arg Thr Ala Lys Val Ala Val Ala Gly Pro Leu Arg Phe Leu 

130 135 140 

Ser Gin Thr Glu Ser Val Thr Ala Phe Met Gly Asp Thr Val Leu Leu 
145 150 155 160 

Lys Cys Glu Val lie Gly Glu Pro Met Pro Thr lie His Trp Gin Lys 

165 170 175 

Asn Gin Gin Asp Leu Thr Pro lie Pro Gly Asp Ser Arg Val Val Val 

180 185 190 

Leu Pro Ser Gly Ala Leu Gin lie Ser Arg Leu Gin Pro Gly Asp lie 

195 200 205 

Gly lie Tyr Arg Cys Ser Ala Arg Asn Pro Ala Ser Ser Arg Thr Gly 

210 215 220 

Asn Glu Ala Glu Val Arg lie Leu Ser Asp Pro Gly Leu His Arg Gin 
225 230 235 240 

Leu Tyr Phe Leu Gin Arg Pro Ser Asn Val Val Ala lie Glu Gly Lys 

245 250 255 

Asp Ala Val Leu Glu Cys Cys Val Ser Gly Tyr Pro Pro Pro Ser Phe 

260 265 270 

Thr Trp Leu Arg Gly Glu Glu Val lie Gin Leu Arg Ser Lys Lys Tyr 

275 280 285 

Ser Leu Leu Gly Gly Ser Asn Leu Leu lie Ser Asn Val Thr Asp Asp 

290 295 300 

Asp Ser Gly Met Tyr Thr Cys Val Val Thr Tyr Lys Asn Glu Asn lie 
305 310 315 320 

Ser Ala Ser Ala Glu Leu Thr Val Leu Val lie lie Asp Lys Val Leu 

325 330 335 

Val Asp Thr Phe Trp Val 
340 



<210> 40 
<211> 1433 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Asn Met Glu Asn Ser Leu Arg Cys Val Trp Val Pro Lys Leu Ala Phe 

15 10 15 

Val Leu Phe Gly Ala Ser Leu Leu Ser Ala His Leu Gin Val Thr Gly 

20 25 30 

Phe Gin lie Lys Ala Phe Thr Ala Leu Arg Phe Leu Ser Glu Pro Ser 

35 40 45 

Asp Ala Val Thr Met Arg Gly Gly Asn Val Leu Leu Asp Cys Ser Ala 

50 55 60 

Glu Ser Asp Arg Gly Val Pro Val lie Lys Trp Lys Lys Asp Ala lie 
65 70 75 80 

His Leu Ala Leu Gly Met Asp Glu Arg Lys Gin Gin Leu Ser Asn Gly 

85 90 95 

Ser Leu Leu lie Gin Asn lie Leu His Ser Arg His His Lys Pro Asp 

100 105 110 

Glu Gly Leu Tyr Gin Cys Glu Ala Ser Leu Gly Asp Ser Gly Ser lie 
115 120 125 



lie Ser Arg Thr 
130 

Ser Gin Thr Glu 
145 

Lys Cys Glu Val 

Asn Gin Gin Asp 
180 

Leu Pro Ser Gly 
195 

Gly He Tyr Arg 
210 

Asn Glu Ala Glu 
225 

Leu Tyr Phe Leu 

Asp Ala Val Leu 
260 

Thr Trp Leu Arg 
275 

Ser Leu Leu Gly 
290 

Asp Ser Gly Met 
305 

Ser Ala Ser Ala 

His Pro Ser Asn 
340 

Cys Thr Val Ser 
355 

Gly Asp Val Val 
370 

Asn Leu Arg He 
385 

Cys Val Ala Glu 

He Val Pro Lys 
420 

Pro Arg Asp Val 
435 

Ser Trp Arg Pro 
450 

Val Phe Phe Ser 
465 

Thr Gin Pro Gly 

Ala Met Tyr Thr 
500 

Glu Ser Ser Gin 
515 

Pro Gly Pro Val 
530 

He Leu lie Thr 
545 

Gly Tyr Arg Leu 

He Glu Val Asp 
580 

Thr Glu Tyr Ser 
595 



Ala Lys Val Ala 
135 

Ser Val Thr Ala 
150 

He Gly Glu Pro 
165 

Leu Thr Pro He 

Ala Leu Gin He 
200 

Cys Ser Ala Arg 
215 

Val Arg He Leu 
230 

Gin Arg Pro Ser 
245 

Glu Cys Cys Val 

Gly Glu Glu Val 
280 

Gly Ser Asn Leu 
295 

Tyr Thr Cys Val 
310 

Glu Leu Thr Val 
325 

Leu Tyr Ala Tyr 

Gly Lys Pro Val 
360 

He Pro Ser Asp 
375 

Leu Gly Val Val 
390 

Asn Glu Ala Gly 
405 

Pro Ala He Pro 

Val Pro Val Leu 
440 

Pro Ala Glu Ala 
455 

Arg Glu Gly Asp 
470 

Ser Leu Gin Leu 
485 

Phe Arg Val Val 

Pro He Lys Val 
520 

Glu Asn Leu Gin 
535 

Trp Glu Pro Pro 
550 

Phe Cys Thr Glu 
565 

Gly Leu Ser Tyr 

Leu Arg Phe Leu 
600 



Val Ala Gly Pro 
140 

Phe Met Gly Asp 
155 

Met Pro Thr He 
170 

Pro Gly Asp Ser 
185 

Ser Arg Leu Gin 

Asn Pro Ala Ser 
220 

Ser Asp Pro Gly 
235 

Asn Val Val Ala 
250 

Ser Gly Tyr Pro 
265 

He Gin Leu Arg 

Leu He Ser Asn 
300 

Val Thr Tyr Lys 
315 

Leu Val Pro Pro 
330 

Glu Ser Met Asp 
345 

Pro Thr Val Asn 

Tyr Phe Gin He 
380 

Lys Ser Asp Glu 
395 

Asn Ala Gin Thr 
410 

Ser Ser Ser Val 
425 

Val Ser Ser Arg 

Lys Gly Asn He 
460 

Asn Arg Glu Arg 
475 

Thr Val Gly Asn 
490 

Ala Tyr Asn Glu 
505 

Ala Thr Gin Pro 

Ala Val Ser Thr 
540 

Ala Tyr Ala Asn 
555 

Val Ser Thr Gly 
570 

Lys Leu Glu Gly 
585 

Ala Tyr Asn Arg 
30 



Leu Arg Phe Leu 

Thr Val Leu Leu 
160 

His Trp Gin Lys 
175 

Arg Val Val Val 
190 

Pro Gly Asp He 
205 

Ser Arg Thr Gly 

Leu His Arg Gin 
240 

He Glu Gly Lys 
255 

Pro Pro Ser Phe 
270 

Ser Lys Lys Tyr 
285 

Val Thr Asp Asp 

Asn Glu Asn lie 
320 

Trp Phe Leu Asn 
335 

He Glu Phe Glu 
350 

Trp Met Lys Asn 
365 

Val Gly Gly Ser 

Gly Phe Tyr Gin 
400 

Ser Ala Gin Leu 
415 

Leu Pro Ser Ala 
430 

Phe Val Arg Leu 
445 

Gin Thr Phe Thr 

Ala Leu Asn Thr 
480 

Leu Lys Pro Glu 
495 

Trp Gly Pro Gly 
510 

Glu Leu Gin Val 
525 

Ser Pro Thr Ser 

Gly Pro Val Gin 
560 

Lys Glu Gin Asn 
575 

Leu Lys Lys Phe 
590 

Tyr Gly Pro Gly 
605 



Val 


Ser 


Thr 


Asp 


Asp 


He 


Thr 


Val 


Val 


Thr 


Leu 


Ser 


Asp 


Val 


Pro 


Ser 




610 










615 










620 










Ala 


Pro 


Pro 


Gin 


Asn 


Val 


Ser 


Leu 


Glu 


Val 


Val 


Asn 


Ser 


Arg 


Ser 


He 


625 










630 










635 










640 


Lys 


Val 


Ser 


Trp 


Leu 


Pro 


Pro 


Pro 


Ser 


Gly 


Thr 


Gin 


Asn 


Gly 


Phe 


He 










645 










650 










655 




Thr 


Gly 


Tyr 


Lys 


He 


Arg 


His 


Arg 


Lys 


Thr 


Thr 


Arg 


Arg 


Gly 


Glu 


Met 








660 










665 










670 






Glu 


Thr 


Leu 


Glu 


Pro 


Asn 


Asn 


Leu 


Trp 


Tyr 


Leu 


Phe 


Thr 


Gly 


Leu 


Glu 






675 










680 










685 








Lys 


Gly 


Ser 


Gin 


Tyr 


Ser 


Phe 


Gin 


Val 


Ser 


Ala 


Met 


Thr 


Val 


Asn 


Gly 




690 










695 










700 










Thr 


Gly 


Pro 


Pro 


Ser 


Asn 


Trp 


Tyr 


Thr 


Ala 


Glu 


Thr 


Pro 


Glu 


Asn 


Asp 


705 










710 










715 










720 


Leu 


Asp 


Glu 


Ser 


Gin 


Val 


Pro 


Asp 


Gin 


Pro 


Ser 


Ser 


Leu 


His 


Val 


Arg 










725 










730 










735 




Pro 


Gin 


Thr 


Asn 


Cys 


He 


He 


Met 


Ser 


Trp 


Thr 


Pro 


Pro 


Leu 


Asn 


Pro 








740 










745 










750 






Asn 


He 


Val 


Val 


Arg 


Gly 


Tyr 


He 


He 


Gly 


Tyr 


Gly 


Val 


Gly 


Ser 


Pro 






755 










760 










765 








Tyr 


Ala 


Glu 


Thr 


Val 


Arg 


Val 


Asp 


Ser 


Lys 


Gin 


Arg 


Tyr 


Tyr 


Ser 


He 




770 










775 










780 










Glu 


Arg 


Leu 


Glu 


Ser 


Ser 


Ser 


His 


Tyr 


Val 


He 


Ser 


Leu 


Lys 


Ala 


Phe 


785 










790 










795 










800 


Asn 


Asn 


Ala 


Gly 


Glu 


Gly 


Val 


Pro 


Leu 


Tyr 


Glu 


Ser 


Ala 


Thr 


Thr 


Arg 










805 










810 










815 




Ser 


He 


Thr 


Asp 


Pro 


Thr 


Asp 


Pro 


Val 


Asp 


Tyr 


Tyr 


Pro 


Leu 


Leu 


Asp 








820 










825 










830 






Asp 


Phe 


Pro 


Thr 


Ser 


Val 


Pro 


Asp 


Leu 


Ser 


Thr 


Pro 


Met 


Leu 


Pro 


Pro 






835 










840 










845 








Val 


Gly 


Val 


Gin 


Ala 


Val 


Ala 


Leu 


Thr 


His 


Asp 


Ala 


Val 


Arg 


Val 


Ser 




850 










855 










860 










Trp 


Ala 


Asp 


Asn 


Ser 


Val 


Pro 


Lys 


Asn 


Gin 


Lys 


Thr 


Ser 


Glu 


Val 


Arg 


865 










870 










875 










880 


Leu 


Tyr 


Thr 


Val 


Arg 


Trp 


Arg 


Thr 


Ser 


Phe 


Ser 


Ala 


Ser 


Ala 


Lys 


Tyr 










885 










890 










895 




Lys 


Ser 


Glu 


Asp 


Thr 


Thr 


Ser 


Leu 


Ser 


Tyr 


Thr 


Ala 


Thr 


Gly 


Leu 


Lys 








900 










905 










910 






Pro 


Asn 


Thr 


Met 


Tyr 


Glu 


Phe 


Ser 


Val 


Met 


Val 


Thr 


Lys 


Asn 


Arg 


Arg 






915 










920 










925 








Ser 


Ser 


Thr 


Trp 


Ser 


Met 


Thr 


Ala 


His 


Ala 


Thr 


Thr 


Tyr 


Glu 


Ala 


Ala 




930 










935 










940 










Pro 


Thr 


Ser 


Ala 


Pro 


Lys 


Asp 


Phe 


Thr 


Val 


He 


Thr 


Arg 


Glu 


Gly 


Lys 


945 










950 










955 










960 


Pro 


Arg 


Ala 


Val 


He 


Val 


Ser 


Trp 


Gin 


Pro 


Pro 


Leu 


Glu 


Ala 


Asn 


Gly 










965 










970 










975 




Lys 


He 


Thr 


Ala 


Tyr 


He 


Leu 


Phe 


Tyr 


Thr 


Leu 


Asp 


Lys 


Asn 


He 


Pro 








980 










985 










990 






He 


Asp 


Asp 


Trp 


He 


Met 


Glu 


Thr 


He 


Ser 


Gly 


Asp 


Arg 


Leu 


Thr 


His 






995 








1000 








1005 








Gin 


He 


Met 


Asp 


Leu 


Asn 


Leu 


Asp 


Thr 


Met 


Tyr 


Tyr 


Phe 


Arg 


He 


Gin 


1010 








1015 








1020 










Ala 


Arg 


Asn 


Ser 


Lys 


Gly Val 


Gly 


Pro 


Leu 


Ser Asp 


Pro 


He 


Leu 


Phe 


1025 






1030 








1035 








1040 


Arg 


Thr 


Leu 


Lys 


Val 


Glu 


His 


Pro 


Asp 


Lys 


Met 


Ala 


Asn 


Asp 


Gin 


Gly 








1045 








1050 








1055 




Arg 


His 


Gly 


Asp 


Gly Gly Tyr 


Trp 


Pro 


Val 


Asp 


Thr 


Asn 


Leu 


He 


Asp 






1060 








1065 








1070 






Arg 


Ser 


Thr 


Leu 


Asn 


Glu 


Pro 


Pro 


He 


Gly Gin Met 


His 


Pro 


Pro 


His 



1075 1080 1085 



Gly Ser Val Thr Pro Gin Lys Asn Ser Asn Leu Leu Val lie lie Val 

1090 1095 1100 

Val Thr Val Gly Val He Thr Val Leu Val Val Val He Val Ala Val 
1105 1110 1115 1120 

He Cys Thr Arg Arg Ser Ser Ala Gin Gin Arg Lys Lys Arg Ala Thr 

1125 1130 1135 

His Ser Ala Gly Lys Arg Lys Gly Ser Gin Lys Asp Leu Arg Pro Pro 

1140 1145 1150 

Asp Leu Trp He His His Glu Glu Met Glu Met Lys Asn He Glu Lys 

1155 1160 1165 

Pro Ser Gly Thr Asp Pro Ala Gly Arg Asp Ser Pro He Gin Ser Cys 

1170 1175 1180 

Gin Asp Leu Thr Pro Val Ser His Ser Gin Ser Glu Thr Gin Leu Gly 
1185 1190 1195 1200 

Ser Lys Ser Thr Ser His Ser Gly Gin Asp Thr Glu Glu Ala Gly Ser 

1205 1210 1215 

Ser Met Ser Thr Leu Glu Arg Ser Leu Ala Ala Arg Arg Ala Pro Arg 

1220 1225 1230 

Ala Lys Leu Met He Pro Met Asp Ala Gin Ser Asn Asn Pro Ala Val 

1235 1240 1245 

Val Ser Ala He Pro Val Pro Thr Leu Glu Ser Ala Gin Tyr Pro Gly 

1250 1255 1260 

He Leu Pro Ser Pro Thr Cys Gly Tyr Pro His Pro Gin Phe Thr Leu 
1265 1270 1275 1280 

Arg Pro Val Pro Phe Pro Thr Leu Ser Val Asp Arg Gly Phe Gly Ala 

1285 1290 1295 

Gly Arg Ser Gin Ser Val Ser Glu Gly Pro Thr Thr Gin Gin Pro Pro 

1300 1305 1310 

Met Leu Pro Pro Ser Gin Pro Glu His Ser Ser Ser Glu Glu Ala Pro 

1315 1320 1325 

Ser Arg Thr He Pro Thr Ala Cys Val Arg Pro Thr His Pro Leu Arg 

1330 1335 1340 

Ser Phe Ala Asn Pro Leu Leu Pro Pro Pro Met Ser Ala lie Glu Pro 
1345 1350 1355 1360 

Lys Val Pro Tyr Thr Pro Leu Leu Ser Gin Pro Gly Pro Thr Leu Pro 

1365 1370 1375 

Lys Thr His Val Lys Thr Ala Ser Leu Gly Leu Ala Gly Lys Ala Arg 

1380 1385 1390 

Ser Pro Leu Leu Pro Val Ser Val Pro Thr Ala Pro Glu Val Ser Glu 

1395 1400 1405 

Glu Ser His Lys Pro Thr Glu Asp Ser Ala Asn Val Ser Ala Ser Leu 

1410 1415 1420 

Lys Phe Met Leu His Gin Gly Thr Asp 
1425 1430 



<210> 41 
<211> 865 
<212> PRT 

<213> Homo sapiens 
<400> 41 

Met Pro Gly Lys Arg Gly Leu Gly 

1 5 
Cys Leu Leu Leu Ser Leu Tyr Gly 
20 

Lys Pro Lys Gly His Pro His Met 
35 40 
He Thr Leu Gly Gly Leu Phe Pro 
50 55 



Trp Trp Trp Ala Arg Leu Pro Leu 

10 15 
Pro Trp Met Pro Ser Ser Leu Gly 

25 30 
Asn Ser He Arg He Asp Gly Asp 
45 

Val His Gly Arg Gly Ser Glu Gly 
60 



32 



Lys Pro Cys Gly 
65 

Ala Met Leu Phe 

Pro Asn lie Thr 
100 

Thr His Ala Leu 
115 

Lys Asp Gly Thr 
130 

Thr Lys Pro Glu 
145 

Val Ser He Met 

He Ser Tyr Ala 
180 

Asp Phe Phe Ser 
195 

Met Val Asp He 
210 

Ala Ser Glu Gly 
225 

Lys Ser Arg Glu 

Pro Arg Glu Pro 
260 

Leu Glu Thr Ser 
275 

Asp He Arg Arg 
290 

His Phe Phe Trp 
305 

Val Leu His Leu 

Lys Arg Met Ser 
340 

Tyr Glu Gin Glu 
355 

Met Gly His Ala 
370 

Val Gly Leu Cys 
385 

Lys Tyr He Arg 

Thr Phe Asn Glu 
420 

Tyr Gin Leu Arg 
435 

Thr Asp His Leu 
450 

Gly Gin Gin Leu 
465 

Glu Arg Lys Lys 

Pro Cys Thr Gly 
500 

Cys Pro Tyr Asp 
515 

He Pro He lie 
530 



Glu Leu Lys Lys 
70 

Ala Leu Asp Arg 
85 

Leu Gly Ala Arg 

Glu Gin Ser Leu 
120 

Glu Val Arg Cys 
135 

Arg Val Val Gly 
150 

Val Ala Asn He 
165 

Ser Thr Ala Pro 

Arg Val Val Pro 
200 

Val Arg Ala Leu 
215 

Ser Tyr Gly Glu 
230 

Asp Gly Gly Val 
245 

Lys Ala Gly Glu 

Asn Ala Arg Ala 
280 

Val Leu Glu Ala 
295 

Met Gly Ser Asp 
310 

Glu Glu Val Ala 
325 

Val Arg Asp Arg 

Gly Lys Val Gin 
360 

Leu His Ala Met 
375 

Pro Arg Met Asp 
390 

Asn Val Asn Phe 
405 

Asn Gly Asp Ala 

Asn Asp Ser Ala 
440 

His Leu Arg He 
455 

Pro Arg Ser He 
470 

Thr Val Lys Gly 
485 

Tyr Gin Tyr Gin 

Met Arg Pro Thr 
520 

Lys Leu Glu Trp 
535 



Glu 


Lys 


Gly 


He 






75 




He 


Asn 


Asn 


Asp 




90 






He 


Leu 


Asp 


Thr 


105 








Thr 


Phe 


Val 


Gin 


Gly 


Ser 


Gly 


Gly 








140 


Val 


He 


Gly 


Ala 






155 




Leu 


Arg 


Leu 


Phe 




170 






Asp 


Leu 


Ser 


Asp 


185 








Ser 


Asp 


Thr 


Tyr 


Lys 


Trp 


Asn 


Tyr 








220 


Ser 


Gly 


Val 


Glu 






235 




Cys 


He 


Ala 


Gin 




250 






Phe 


Asp 


Lys 


He 


265 








Val 


He 


He 


Phe 


Ala 


Arq 


Arq 


Ala 








300 


Ser 


Trp 


Gly 


Ser 






315 




Glu 


Gly 


Ala 


Val 




330 






Glu 


Arg 


He 


Gly 


345 








Phe 


Val 


He 


Asp 


His 


Arg 


Asp 


Leu 








380 


Pro 


Val 


Asp 


Gly 






395 




Ser 


Gly 


He 


Ala 




410 






Pro 


Gly 


Arg 


Tyr 


425 








Glu 


Tyr 


Lys 


Val 


Glu 


Arg 


Met 


His 








460 


Cys 


Ser 


Leu 


Pro 






475 




Met 


Pro 


Cys 


Cys 




490 






Val 


Asp 


Arg 


Tyr 


505 








Glu 


Asn 


Arg 


Thr 


Gly 


Ser 


Pro 


Trp 



540 



His Arg Leu Glu 
80 

Pro Asp Leu Leu 
95 

Cys Ser Arg Asp 
110 

Ala Leu He Glu 
125 

Pro Pro He He 

Ser Gly Ser Ser 
160 

Lys He Pro Gin 
175 

Asn Ser Arg Tyr 
190 

Gin Ala Gin Ala 
205 

Val Ser Thr Val 

Ala Phe He Gin 
240 

Ser Val Lys He 
255 

He Arg Arg Leu 
270 

Ala Asn Glu Asp 
285 

Asn Gin Thr Gly 

Lys He Ala Pro 
320 

Thr He Leu Pro 
335 

Gin Asp Ser Ala 
350 

Ala Val Tyr Ala 
365 

Cys Pro Gly Arg 

Thr Gin Leu Leu 
400 

Gly Asn Pro Val 
415 

Asp lie Tyr Gin 
430 

He Gly Ser Trp 
445 

Trp Pro Gly Ser 

Cys Gin Pro Gly 
480 

Trp His Cys Glu 
495 

Thr Cys Lys Thr 
510 

Gly Cys Arg Pro 
525 

Ala Val Leu Pro 



Leu 


Phe 


Leu 


Ala 


Val 


Val 


Gly 


He 


Ala 


Ala 


Thr 


Leu 


Phe 


Val 


Val 


He 


545 










550 










555 










560 


Thr 


Phe 


Val 


Arg 


Tvr 


Asn 


Asp 


Thr 


Pro 


He 


Val 


Lys 


Ala 


Ser 


Gly Arg 










565 










570 










575 




Glu 


Leu 


Ser 


Tyr 


Val 


Leu 


Leu 


Ala 


Gly 


He 


Phe 


Leu 


Cys 


Tyr 


Ala 


Thr 








580 










585 










590 






Thr 


Phe 


Leu 


Met 


He 


Ala 


Glu 


Pro 


Asp 


Leu 


Gly 


Thr 


Cys 


Ser 


Leu 


Arg 






595 










600 










605 








Arg 


He 


Phe 


Leu 


Gly 


Leu 


Gly 


Met 


Ser 


He 


Ser 


Tyr 


Ala 


Ala 


Leu 


Leu 




610 










615 










620 










Thr 


Lvs 


Thr 


Asn 


Arg 


He 


Tyr 


Arg 


He 


Phe 


Glu 


Gin 


Gly 


Lys 


Arg 


Ser 


625 










630 










635 










640 


Val 


Ser 


Ala 


Pro 


Arg 


Phe 


lie 


Ser 


Pro 


Ala 


Ser 


Gin 


Leu 


Ala 


He 


Thr 










645 










650 










655 




Phe 


Ser 


Leu 


He 


Ser 


Leu 


Gin 


Leu 


Leu 


Gly 


He 


Cys 


Val 


Trp 


Phe 


Val 








660 










665 










670 






Val 


Asp 


Pro 


Ser 


His 


Ser 


Val 


Val 


Asp 


Phe 


Gin 


Asp 


Gin 


Arg 


Thr 


Leu 






675 










680 










685 








Asp 


Pro 


Arg 


Phe 


Ala 


Arq 


Gly 


Val 


Leu 


Lys 


Cys 


Asp 


He 


Ser 


Asp 


Leu 




690 










695 










700 










Ser 


Leu 


He 


Cys 


Leu 


Leu 


Gly 


Tyr 


Ser 


Met 


Leu 


Leu 


Met 


Val 


Thr 


Cys 


705 










710 










715 










720 


Thr 


Val 


Tvr 


Ala 


lie 


Lys 


Thr 


Arg 


Gly 


Val 


Pro 


Glu 


Thr 


Phe 


Asn 


Glu 










725 










730 










735 




Ala 


Lys 


Pro 


He 


Glv 


Phe 


Thr 


Met 


Tvr 


Thr 


Thr 


Cvs 


He 


Val 


Trp 


Leu 








740 










745 










750 






Ala 


Phe 


He 


Pro 


He 


Phe 


Phe 


Gly 


Thr 


Ser 


Gin 


Ser 


Ala 


Asp 


Lvs 


Leu 






755 










760 










765 








Tvr 


He 


Gin 


Thr 


Thr 


Thr 


Leu 


Thr 


Val 


Ser 


Val 


Ser 


Leu 


Ser 


Ala 


Ser 




770 










775 










780 










Val 


Ser 


Leu 


Gly Met 


Leu 


Tvr 


Met 


Pro 


Lvs 


Val 


Tvr 


He 


He 


Leu 


Phe 


785 










790 










795 










800 


His 


Pro 


Glu 


Gin 


Asn 


Val 


Pro 


Lys 


Arg 


Lys 


Arg 


Ser 


Leu 


Lys 


Ala 


Val 










805 










810 










815 




Val 


Thr 


Ala 


Ala 


Thr 


Met 


Ser 


Asn 


Lvs 


Phe 


Thr 


Gin 


Lys 


Gly 


Asn 


Phe 








820 










825 










830 






Arg 


Pro 


Asn 


Gly 


Glu 


Ala 


Lys 


Ser 


Glu 


Leu 


Cys 


Glu 


Asn 


Leu 


Glu 


Ala 






835 










840 










845 








Pro 


Ala 


Leu 


Ala 


Thr 


Lys 


Gin 


Thr 


Tyr 


Val 


Thr 


Tyr 


Thr 


Asn 


His 


Ala 




850 










855 










860 











He 



865 
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Met 


Glu 


Thr 


Lys 


Gly 


Tyr 


His 


Ser 


Leu 


Pro 


Glu 


Gly 


Leu 


Asp 


Met 


Glu 


1 








5 










10 










15 




Arg 


Arg 


Trp 


Gly 


Gin 


Val 


Ser 


Gin 


Ala 


Val 


Glu 


Arg 


Ser 


Ser 


Leu 


Gly 








20 










25 










30 






Pro 


Thr 


Glu 


Arg 


Thr 


Asp 


Glu 


Asn 


Asn 


Tyr 


Met 


Glu 


He 


Val 


Asn 


Val 






35 










40 










45 








Ser 


Cys 


Val 


Ser 


Gly Ala 


He 


Pro 


Asn 


Asn 


Ser 


Thr 


Gin 


Gly 


Ser 


Ser 




50 










55 










60 










Lys 


Glu 


Lys 


Gin 


Glu 


Leu 


Leu 


Pro 


Cys 


Leu 


Gin 


Gin 


Asp 


Asn 


Asn 


Arg 


65 










70 










75 










80 



34 



Pro Gly lie Leu 

Leu Ser Ala Thr 
100 

Arg Asp Ala Asp 
115 

Ser Pro Ala Lys 
130 

Lys Gly Asn Gly 
145 

Leu Arg Ser Phe 

Met Arg Ala lie 
180 

Ser Val Cys Ser 
195 

Gly lie Asn Ser 
210 

Val His Ser Pro 
225 

Ala Glu Asn Arg 

Val Gly Ser Pro 
260 

Ser Ser Pro Pro 
275 

Asn Asn Val Thr 
290 

Asn Ser Arg Cys 
305 

Thr Leu Ser Ser 

Val Asn Asn Ala 
340 

Ser Thr Leu Arg 
355 

Ala Gin Glu Val 

370 

Ser Asn Gly Val 
385 

Glu Pro Asp Gly 

lie Asn Ser Asp 
420 

Lys His Ser Cys 
435 

Pro Phe Pro Phe 
450 

Asp Tyr Tyr Ser 
465 

Asp Gly Asn Cys 

Pro Asp Asp Gly 
500 

He Val Gly Val 
515 

Ala Gin Gly Thr 
530 

Gin His- Leu Ser 
545 



Thr Ser Asp He 
85 

Val Ala Glu Ser 

Tyr Ser Tyr Glu 
120 

He Tyr Gin Asn 
135 

His Arg Pro Ser 
150 

Met Ser Asp Ser 
165 

Val Lys Ser Pro 

Pro Leu Asn Met 
200 

Val Ser Ser Thr 
215 

He Thr Gin Gly 
230 

Gly Ser Arg Ser 
245 

Leu Ser Ser Pro 

Ser His Cys Ser 
280 

Leu Arg Ser Ser 
295 

Ser Val Ser Ser 
310 

Pro Ala Ala Ser 
325 

Phe Ser Tyr Thr 

Asp Val Val Pro 
360 

Pro Phe Pro Lys 
375 

Thr Gly Gin Leu 
390 

Ala Phe Ser Ser 
405 

Ser Ser Phe Ser 

Ser Gly Thr Ser 
440 

Met Asp Gly Ser 
455 

Leu Ser Gly He 
470 

Glu Gly Ser Gly 
485 

Ser Tyr Tyr Pro 

Asn Ser Gly Gly 
520 

He Ser Leu Ser 
535 

Ser Phe Pro Pro 
550 



Lys Thr Glu Leu 
90 

Met Gly Leu Tyr 
105 

Gin Gin Asn Gin 

Val Glu Gin Leu 
140 

Thr Leu Ser Cys 
155 

Gly Ser Ser Val 
170 

He Met Cys His 
185 

Thr Ser Ser Val 

Thr Ala Ser Phe 
220 

Thr Pro Leu Thr 

235 

His Ser Pro Ala 
250 

Leu Ser Ser Met 
265 

Val Lys Ser Pro 

Val Ser Ser Pro 
300 

Pro Ser Asn Thr 
315 

Thr Val Gly Ser 
330 

Ala Ser Gly Thr 
345 

Ser Pro Asp Thr 

Thr Glu Glu Val 
380 

Asn He Val Gin 
395 

Ser Cys Leu Gly 
410 

Val Pro He Lys 
425 

Phe Lys Gly Asn 

Tyr Phe Ser Phe 
460 

Leu Gly Pro Pro 
475 

Phe Pro Val Gly 
490 

Glu Ala Ser He 
505 

Gin Ser Phe His 

Arg Ser Ala Arg 
540 

Val Asn Thr Leu 
555 

35 



Glu 


Ser 


Lys 


Glu 






95 




Met 


Asp 


Ser 


Val 




110 






Gin 


Gly 


Ser 


Met 


125 








Val 


Lys 


Phe 


Tvr 


Val 


Asn 


Thr 


Pro 








160 


Asn 


Glv 

vj .j. y 


Glv 


Val 






175 




Glu 


Lys 


Ser 


Pro 




190 






Cys 


Ser 


Pro 


Ala 


205 








Gly 


Ser 


Phe 


Pro 


Cys 


Ser 


Pro 


Asn 








240 


His 


Ala 


Ser 


Asn 






255 




Lys 


Ser 


Ser 


lie 




270 






Val 


Ser 


Ser 


Pro 


285 








Ala 


Asn 


He 


Asn 


Asn 


Asn 


Arg 


Ser 








320 


He 


Cys 


Ser 


Pro 






335 




Ser 


Ala 


Gly 


Ser 




350 






Gin 


Glu 


Lys 


Glv 


365 








Glu 


Ser 


Ala 


lie 


T vr 
j 


He 


Lys 


Pro 








400 


Gly 


Asn 


Ser 


Lys 






415 




Gin 


Glu 


Ser 


Thr 




430 






Pro 


Thr 


Val 


Asn 


445 








Met 


Asp 


Asp 


Lvs 


Val 


Pro 


Gly 


Phe 








480 


He 


Lys 


Gin 


Glu 






495 




Pro 


Ser 


Ser 


Ala 




510 






Tyr 


Arq 


He 


Gly 


525 








Asp 


Gin 


Ser 


Phe 


Val 


Glu 


Ser 


Trp 



560 



Lys 


Ser 


His 


Gly 


Asp 


Leu 


Ser 


Ser 


Arg Arg 


Ser 


Asp 


Gly 


Tyr 


Pro 


Val 










565 










570 










575 




Leu 


Glu 


Tyr 


He 


Pro 
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Ser 


Ser 
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Arg 


Ser 


Val 
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Ser 


Ser 


Arg 
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Ser 
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Leu 


Val 


Cys 


Gly 
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Ala 
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Tyr 


Gly 


Val 


Val 


Thr 


Cys 
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Lys 
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Lys 


Arg 
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Cys 
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He 
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He 


Arg 
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Lys 
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Cys 
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Lys 
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He 
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Glu 
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Gin 
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Pro 
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Val 
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195 




Gly 


He 


Asn 


Ser 




1 1U 






Val 


His 


Ser 


Pro 


225 








Ala 


Glu 


Asn 


Arg 


Val 


Gly 


Ser 


Pro 








260 


Ser 


Ser 


Pro 


Pro 






275 




Asn 


Asn 


Val 


Thr 




290 






Asn 


Ser 


Arg 


Cys 


305 








Thr 


Leu 


Ser 


Ser 


Val 


Asn 


Asn 


Ala 








340 


Ser 


Thr 


Leu 


Arg 






355 




Ala 


Gin 


Glu 


Val 




o *7 n 

3/0 






Ser 


Asn 


Gly 


Val 


385 








Glu 


Pro 


Asp 


Gly 


He 


Asn 


Ser 


Asp 








420 


Lys 


His 


Ser 


Cys 






435 




Pro 


Phe 


Pro 


Phe 




a c r\ 
4 OU 






Asp 


Tyr 


Tyr 


Ser 


465 








Asp 


Gly 


Asn 


Cys 


Pro 


Asp 


Asp 


Gly 








500 


He 


Val 


Gly 


Val 






515 




Ala 


Gin 


Gly 


Thr 




con 
jjU 






Gin 


His 


Leu 


Ser 
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Glu 
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Ser 


Thr 


Gly 


Ser 






595 





He Tyr Gin Asn 
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His Arg Pro Ser 
150 

Met Ser Asp Ser 
165 

Val Lys Ser Pro 

Pro Leu Asn Met 
200 

Val Ser Ser Thr 
215 

He Thr Gin Gly 
230 

Gly Ser Arg Ser 
245 

Leu Ser Ser Pro 

Ser His Cys Ser 
280 

Leu Arg Ser Ser 
295 

Ser Val Ser Ser 
310 

Pro Ala Ala Ser 
325 

Phe Ser Tyr Thr 

Asp Val Val Pro 
360 

Pro Phe Pro Lys 
375 

Thr Gly Gin Leu 
390 

Ala Phe Ser Ser 
405 

Ser Ser Phe Ser 

Ser Gly Thr Ser 
440 

Met Asp Gly Ser 
455 

Leu Ser Gly He 
470 

Glu Gly Ser Gly 
485 

Ser Tyr Tyr Pro 

Asn Ser Gly Gly 
520 

He Ser Leu Ser 
535 

Ser Phe Pro Pro 
550 

Asp Leu Ser Ser 
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Pro Glu Asn Val 

Ser Arg Pro Ser 
600 



Val Glu Gin Leu 
140 

Thr Leu Ser Cys 
155 

Gly Ser Ser Val 
170 

He Met Cys His 
185 

Thr Ser Ser Val 

Thr Ala Ser Phe 
220 

Thr Pro Leu Thr 
235 

His Ser Pro Ala 
250 

Leu Ser Ser Met 
265 

Val Lys Ser Pro 

Val Ser Ser Pro 
300 

Pro Ser Asn Thr 
315 

Thr Val Gly Ser 
330 

Ala Ser Gly Thr 
345 

Ser Pro Asp Thr 

Thr Glu Glu Val 
380 

Asn He Val Gin 
395 

Ser Cys Leu Gly 
410 

Val Pro He Lys 
425 

Phe Lys Gly Asn 

Tyr Phe Ser Phe 
460 

Leu Gly Pro Pro 
475 

Phe Pro Val Gly 
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Gin Ser Phe His 

Arg Ser Ala Arg 
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Arg Arg Ser Asp 
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Ser Ser Ser Thr 
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Lys He Cys Leu 
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Val Lys Phe Tyr 

Val Asn Thr Pro 
160 

Asn Gly Gly Val 
175 

Glu Lys Ser Pro 
190 

Cys Ser Pro Ala 
205 

Gly Ser Phe Pro 

Cys Ser Pro Asn 
240 

His Ala Ser Asn 
255 

Lys Ser Ser He 
270 

Val Ser Ser Pro 
285 

Ala Asn He Asn 

Asn Asn Arg Ser 
320 

He Cys Ser Pro 
335 

Ser Ala Gly Ser 
350 

Gin Glu Lys Gly 
365 

Glu Ser Ala He 

Tyr He Lys Pro 
400 

Gly Asn Ser Lys 
415 

Gin Glu Ser Thr 
430 

Pro Thr Val Asn 
445 

Met Asp Asp Lys 

Val Pro Gly Phe 
480 

He Lys Gin Glu 
495 

Pro Ser Ser Ala 
510 

Tyr Arg He Gly 
525 

Asp Gin Ser Phe 

Val Glu Ser Trp 
560 

Gly Tyr Pro Val 
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Leu Arg Ser Val 
590 

Val Cys Gly Asp 
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Glu Ala Ser Gly 
610 

Val Phe Phe Lys 
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Gly Arg Asn Asp 

Ala Cys Arg Leu 
660 

Arg Lys Ser Lys 
675 

Pro Gin Gin Gin 
690 

Glu Glu Gly Thr 
705 

Thr Ala Leu Val 

Ser Pro Val Met 
740 

Gly Tyr Asp Ser 
755 

Leu Asn Arg Leu 

770 

Lys Val Leu Pro 
785 

Leu lie Gin Tyr 

Arg Ser Tyr Lys 
820 

Leu Val Phe Asn 
835 



Cys 


His 


Tyr 


Gly 






615 




Arg 


Ala 


Val 


Glu 




630 






Cys 


He 


He 


Asp 


645 








Gin 


Lys 


Cys 


Leu 


Lys 


Leu 
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Pro 
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Ser 
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Met 


Cys 
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Thr 


Asn 


Ser 
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Val Val Thr Cys 
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Gly Gin His Asn 
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Lys He Arg Arg 
650 

Gin Ala Gly Met 
665 

Leu Lys Gly He 

Pro Pro Pro Pro 
700 

Pro Ala Lys Glu 
715 

Thr He Ser Arg 
730 

He Glu Pro Glu 
745 

Thr Ala Glu Asn 

Met He Gin Val 
780 

Leu Pro Leu Glu 
795 

Leu Ser Ser Phe 
810 

Gin Phe Leu Tyr 
825 



Gly Ser Cys Lys 

Tyr Leu Cys Ala 
640 

Lys Asn Cys Pro 
655 

Asn Leu Gly Ala 
670 

His Glu Glu Gin 
685 

Pro Gin Ser Pro 

Pro Ser Val Asn 
720 

Ala Leu Thr Pro 
735 

He Val Tyr Ala 
750 

Leu Leu Ser Thr 
765 

Val Lys Trp Ala 

Asp Gin He Thr 
800 

Ala Leu Ser Trp 
815 

Phe Ala Pro Asp 
830 



<210> 44 
<211> 640 
<212> PRT 
<213> Homo sapi 



<400> 44 



Met 


Gly 


Arg 


Leu 


1 








Val 


Ala 


Ser 


Ala 








20 


Val 


Glu 


Gly 


Val 






35 




He 


Phe 


Lys 


Gly 




50 






Pro 


Gin 


Pro 


His 


65 








Lys 


Lys 


Arg 


Cys 


Asp 


Glu 


Asp 


Cys 








100 


Gin 


Val 
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Arg 
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Phe 
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Met 
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Tyr 


Asp 
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Glu 
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Phe 


Asn 


Tyr 


Arg 



ens 



Gin Leu Val Val 
5 

Ala Lys Leu Gly 

Asn Lys Lys Leu 
40 

He Pro Phe Ala 
55 

Pro Gly Trp Gin 
70 

Leu Gin Ala Thr 
85 

Leu Tyr Leu Asn 

Asp Leu Pro Val 
120 

Ser Gly His Gly 
135 

Glu He Ala Thr 
150 

Val Gly Pro Leu 
165 



Leu Gly Leu Thr 
10 

Ala Val Tyr Thr 
25 

Gly Leu Leu Gly 

Ala Pro Thr Lys 
60 

Gly Thr Leu Lys 
75 

He Thr Gin Asp 
90 

He Trp Val Pro 
105 

Met He Trp He 

Ala Asn Phe Leu 
140 

Arg Gly Asn Val 
155 

Gly Phe Leu Ser 
170 
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Cys 
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Ala 
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Gly 


Phe 
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Asp 


Ser 


Val 


Asp 
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Glu 
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Ser 
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Gly 
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Gin 


Gly 


Arg 
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Tyr 


Gly 


Gly 


Ala 
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Asn 


Asn 


Tyr 


Leu 


He 


Val 


Val 


Thr 








160 


Thr 


Gly 


Asp 


Ala 
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Asn Leu Pro Gly 
180 

Trp Val Lys Arg 
195 

Thr Leu Phe Gly 
210 

Leu Ser Pro Tyr 
225 

Gly Val Ala Leu 

Ala Lys Lys Val 
260 

Arg Met Ala Gin 
275 

Ala Tyr Lys Val 
290 

Val Gly Phe Val 
305 

lie Asn Leu Tyr 

Asn Asn Met Asp 
340 

Asn Lys Gly Asn 
355 

Ser Glu Phe Thr 
370 

Asp Val Tyr Thr 
385 

Lys Lys Thr Val 

Thr Glu He Ala 
420 

Thr Tyr Ala Tyr 
435 

Lys Trp Val Gly 
450 

Lys Pro Phe Ala 
465 

Ser Lys Ala Met 

Pro Asn Met Gly 
500 

Thr Glu Asn Ser 
515 

Ser Met Lys Arg 
530 

Thr Tyr Leu Ala 
545 

Pro Pro Thr Gly 

Ser Glu Thr Ala 
580 

Val Pro Pro Thr 
595 

Asp Ser Gly Ala 
610 

Pro Val Pro Pro 
625 



Asn Tyr Gly Leu 

Asn He Ala Ala 
200 

Glu Ser Ala Gly 
215 

Asn Lys Gly Leu 
230 

Ser Pro Trp Val 
245 

Ala Glu Lys Val 

Cys Leu Lys Val 
280 

Pro Leu Ala Gly 
295 

Pro Val He Asp 
310 

Ala Asn Ala Ala 
325 

Gly His He Phe 

Lys Lys Val Thr 
360 

He Thr Lys Gly 
375 

Glu Ser Trp Ala 
390 

Val Asp Phe Glu 
405 

Leu Ala Gin His 

Leu Phe Ser His 
440 

Ala Asp His Ala 
455 

Thr Pro Thr Gly 
470 

He Ala Tyr Trp 
485 

Asp Ser Ala Val 

Gly Tyr Leu Glu 
520 

Ser Leu Arg Thr 
535 

Leu Pro Thr Val 
550 

Asp Ser Glu Ala 
565 

Pro Val Pro Pro 

Gly Asp Ser Gly 
600 

Pro Pro Val Pro 
615 

Thr Gly Asp Ser 
630 



Arg Asp Gin His 
185 

Phe Gly Gly Asp 

Gly Ala Ser Val 
220 

lie Arg Arg Ala 
235 

He Gin Lys Asn 
250 

Gly Cys Pro Val 
265 

Thr Asp Pro Arg 

Leu Glu Tyr Pro 
300 

Gly Asp Phe He 
315 

Asp He Asp Tyr 
330 

Ala Ser He Asp 
345 

Glu Glu Asp Phe 

Leu Arg Gly Ala 
380 

Gin Asp Pro Ser 
395 

Thr Asp Val Leu 
410 

Arg Ala Asn Ala 
425 

Pro Ser Arg Met 

Asp Asp He Gin 
460 

Tyr Arg Pro Gin 
475 

Thr Asn Phe Ala 
490 

Pro Thr His Trp 
505 

He Thr Lys Lys 

Asn Phe Leu Arg 
540 

Thr Asp Gin Glu 
555 

Thr Pro Val Pro 
570 

Thr Gly Asp Ser 
585 

Ala Pro Pro Val 

Pro Thr Gly Asp 
620 

Gly Ala Pro Pro 
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Ala 


He 


Ala 
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He 
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Ser 
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Ser 


Gin 


Ser 
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Leu 
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Asp 


Ala 


Ala 
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Met 
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Ala 
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Gly 
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Tyr 
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Val 
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Thr 


Thr 
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Gin 


Glu 
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Lys 








400 


Phe 
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Val 
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Ser 


Ala 
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Pro 


Val 


Tyr 
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Val 
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Gly 
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Val 
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Ser 
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Gly 
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Pro 
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Leu 


Leu 


Ser 


Ala 


His 


Leu 


Gin 


Val 


Thr 


Gly 


Phe 








20 








25 










30 






Gin 


He 


Lys 
35 


Ala Phe 


Thr 


Ala 


Leu 
40 


Arg 


Phe 


Leu 


Ser 


Glu 
45 


Pro 


Ser 


Asp 


Ala 


Val 
50 


Thr 


Met Arg 


Gly 


Gly 
55 


Asn 


Val 


Leu 


Leu 


Asp 
60 


Cys 


Ser 


Ala 


Glu 


Ser 


Asp 


Arg 


Gly Val 


Pro 


Val 


He 


Lys 


Trp 


Lys 


Lys 


Asp 


Cys 


He 


His 


65 








70 










75 










80 


Leu 


Ala 


Leu 


Gly Met 
85 


Asp 


Glu 


Arg 


Lys 


Gin 
90 


Gin 


Leu 


Ser 


Asn 


Gly 
95 


Ser 


Leu 


Leu 


He 


Gin Asn 
100 


He 


Leu 


His 


Ser 
105 


Arg 


His 


His 


Lys 


Pro 
110 


Asp 


Glu 


Gly 


Leu 


Tyr 
115 


Gin Cys 


Glu 


Ala 


Ser 
120 


Leu 


Gly 


Asp 


Ser 


Gly 
125 


Ser 


He 


He 


Ser 


Arg 
130 


Thr 


Ala Lys 


Val 


Ala 
135 


Val 


Ala 


Gly 


Pro 


Thr 
140 











<210> 49 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . (147) 

<223> any Xaa is any amino acid, unknown, or other 



<400> 49 




Met 


Ala 


Pro 


Phe 


Glu 


Pro 


Leu 


Ala 


Ser 


Gly 


He 


Leu 


Leu 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Leu 


He 


Ala 


Pro 


Ser 


Arg Ala 


Cys 


Thr 


Cys 


Val 


Pro 


Pro 


His 


Pro 


Gin 








20 










25 










30 






Thr 


Ala 


Phe 


Cys 


Asn 


Ser 


Asp 


Leu 


Val 


He 


Arg 


Ala 


Lys 


Phe 


Val 


Gly 






35 










40 










45 








Thr 


Pro 


Glu 


Val 


Asn 


Gin 


Thr 


Thr 


Leu 


Tyr 


Gin 


Arg 


Tyr 


Glu 


He 


Lys 




50 










55 










60 










Met 


Thr 


Lys 


Met 


Tyr 


Lys 


Gly 


Phe 


Gin 


Ala 


Leu 


Xaa 


Asp 


Ala 


Ala 


Asp 


65 










70 










75 










80 


He 


Arg 


Phe 


Val 


Tyr 


Thr 


Pro 


Ala 


Met 


Glu 


Ser 


Val 


Cys 


Gly 


Tyr 


Phe 










85 










90 










95 




His 


Arg 


Ser 


His 


Asn 


Arg 


Ser 


Arg 


Gly 


Val 


Ser 


His 


Cys 


Trp 


Lys 


Thr 








100 










105 










110 






Ala 


Gly 


Trp 


Thr 


Leu 


Ala 


His 


His 


Tyr 


Leu 


Gin 


Phe 


Arg 


Gly 


Ser 


Leu 






115 










120 










125 








Glu 


Gin 


Pro 


Glu 


Leu 


Ser 


Ser 


Ala 


Pro 


Gly 


Leu 


His 


Gin 


Asp 


Leu 


His 



130 

Cys Trp Leu 
145 



135 



140 



<210> 50 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Ser Val Lys Glu Thr Leu Pro 

1 5 
Gly Phe Gin Ala Leu Gly Asp Ala 
20 

Pro Ala Met Glu Ser Val Cys Gly 
35 40 
Ser Glu Glu Phe Leu He Ala Gly 

50 55 
Pro His Gin Pro Val Pro Gly Ala 

65 70 
Arg Leu 



Leu He His Gin Gin Met Tyr Lys 

10 15 
Ala Asp^He Arg Phe Val Tyr Thr 

25 5< * * 30 
Tyr Phe His Arg Ser His Asn Arg 

' ' 45 
Glu Ala Pro Ser Pro Arg Pro Val 
60 

Arg Pro Ser Asn His Glu Gly Ala 
75 80 



<210> 51 
<211> 115 
<212> PRT 

<213> Homo sapiens 



<400> 51 
Met Ala Pro Phe 
1 

Leu He Ala Pro 
20 

Thr Ala Phe Cys 
35 

Thr Pro Glu Val 
50 

Met Thr Lys Met 
65 

He Arg Phe Val 



Glu Pro Leu Ala 
5 

Ser Arg Ala Cys 

Asn Ser Asp Leu 
40 

Asn Gin Thr Thr 
55 

Tyr Lys Gly Phe 
70 

Tyr Thr Pro Ala 
85 



Ser Gly He Leu 
10 

Thr Cys Val Pro 
25 

Val He Arg Ala 

Leu Tyr Gin Arg 
60 

Gin Ala Leu Gly 
75 

Met Glu Ser Val 
90 



Leu Leu Leu Trp 
15 

Pro His Pro Gin 
30 

Lys Phe Val Gly 
45 

Tyr Glu He Lys 

Asp Ala Ala Asp 
80 

Cys Gly Tyr Phe 
95 



42 



His Arg Met Asp Ser Cys Thr Ser Leu Pro Ala Val Ser Trp Leu Pro 
100 105 110 

Gly Thr Ala 
115 



<210> 52 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Thr Lys Met Tyr Lys Gly Phe Gin Ala Leu Gly Asp Ala Ala Asp 

15 10 15 

lie Arg Phe Val Tyr Thr Pro Ala Met Glu Ser Val Cys Gly Tyr Phe 

20 25 30 

His Arg Ser His Asn Arg Ser Glu Glu Phe Leu lie Ala Gly Lys Leu 

35 40 45 

Gin Asp Gly Leu Leu His lie Thr Thr Cys Ser Phe Val Ala Pro Trp 

50 55 60 

Asn Ser Leu Ser Leu Ala Gin Arg Arg Gly Phe Thr Lys Thr Tyr Thr 
65 70 75 80 

Val Gly Cys Glu Glu Cys Thr Val Phe Pro Cys Leu Ser lie Pro Cys 

85 90 95 

Lys Leu Gin Ser Gly Thr His Cys Leu Trp Thr Asp Gin Leu Leu Gin 

100 105 110 

Gly Ser Glu Lys Gly Phe Gin Ser Arg His Leu Ala Cys Leu Pro Arg 

115 120 125 

Glu Pro Gly Leu Cys Thr Trp Gin Ser Leu Arg Ser Gin lie Ala 
130 135 140 
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